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|.Zakladné udaje o organizacii

1. Kontaktné udaje

Nazov: Ustav molekularnej bioldgie

Riaditd’: Prof. Ing. Jozef Timko, DrSc.

Zastupca riadiea: Doc. Ing. Andrej Godany, CSc.
Vedecky tajomnik: RNDr. Gabriela Bukovska, CSc.
Predseda vedeckej rady: Ing. Eva Kutejova, CSc.
Adresa sidla: Dubravska cesta 21, 845 51 Bratigtava

Tel.: 02 5930 7411
E-mail: eva.danakova@savba.sk

Nazvy a adresy detaSovanych pracovisk:nie su
Veduci detaSovanych pracovisk:nie su
Typ organizacie: Roztova od roku 1976

2. Pddet a StruktUra zamestnancov

K K
- . do 35 ved.
STRUKTURA ZAMESTNANCOV K rokov | prac. F P
M| Z|M]|Z

Celkovy pafet zamestnancov 92 8| 24 87 83,9
Vedecki pracovnici 41 1 7| 19| 22 36 34,7
Odborni pracovnici VS 16 2| 6 16 15,7
Odborni pracovnici US 12 1] 1 12 11,8
Ostatni pracovnici 10 0 1 10 8,9
Doktorandi v dennej forme
doktorandského 3tadia 13 1419 12 128

Vysvetlivky:

K — kmea&ovy stav zamestnancov v pracovnom pomere k 31(2.@fvadza zamestnancov v

pracovnom pomere, vratane riadnej materskej doyleramestnancov pésobiacich v zahigni
Statnych funkciach¢lenov Predsednictva SAV a zamestnhancov pésobiacizhstupitéskych

zboroch)

F — fyzicky stav zamestnancov k 31.12.2007 (bednejamaterskej dovolenky, zamestnancov
posobiacich v zahradti v Statnych funkciachclenov Predsednictva SAV, zamestnancov
posobiacich v zastupitekych zboroch a na zakladnej vojenskej sluzbe)

P — celor@ny priemerny prepdtany p@et zamestnancov

M, Z — muzi, zeny
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3. Struktara vedeckych pracovnikov(kmeiovy stav k 31.12.2007)

Rodova Pracovnici s hodnogou Vedecki pracovnici v stugioch
skladba
CSc,,
DrSc. PhD. prof. doc. l. lla. lb.
Muzi 6 13 3 2 12 4 3
Zeny 0 22 0 0 3 10 10

4. Struktara pracovnikov zo sipca F v bode 2 zaradenych do rieSenia projektov (@oécich
alebo medzinarodnych)

Veko‘(’gigyktura <30 | 30-34| 35-39| 40-44| 45-49| 50-54| 55-59| 60-64| > 65
MuZi 0 0 3 2 4 1 1 3 2
Zeny 0 2 0 1 1 3 1 1 1

Pozn.: Pracovnikov zaratipod’a veku, ktory dosiahli v priebehu roka 2007.
Priemerny vek rieSitd’ov projektov podl’a vysSie uvedenej tabkky:

muzi: 51,4
zeny: 49,4

Priemerny vek vSetkych kmdiovych zamestnancov k 31.12.20042,7
Priemerny vek kmaiovych vedeckych pracovnikov k 31.12.20047,5

Pozn.: vPrilohe ¢. 1 uvies’ menny zoznam pracovnikov k 31.12.2007 s Udajradpeanymi na
str. 17.

5. Iné ddlezité informacie k zakladnym udajom o orgnizacii a zmeny za posledné obdobie (v
zamerani, v organiz&nej Struktire a pod.)

Na UMB SAV bola vytvorena nova organére Struktira vedeckych oddeleni a laboratorii.
http://imb.savba.sk/umb/
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Il. Vedecka ¢innost’

Domaéace projekty

STRUKTURA y : : e :
PROJEKTOV Pocet projektov Pridelené financie na rok 2007
B
A L
._. .. Organizacia sa
Organizéacia je
, zmluvne A B
nositd’om :
: . podiela na
projektu AR
rieSeni projektu

1. Vedeckeé projekty, ktoré
boli v r. 2007 financované 15 1 2 093 000 Sk 38 000 Sk
VEGA
2. Vedecké projekty, ktoré
boli roku 2007 financovan 8 3 5 186 000 Sk 1545000 S
APVT, APVV
3. kast’ na novych
vyzvach APVV r. 2007** 1 0 2 088 000 Sk 0
4. Projekty rieSené v rdmc
SPVV 1 0 5 000 000 Sk 0
5. Projekty centier
excelentnosti SAV 1 0 250 000 Sk
6. Vedecko-technické
projekty, ktoré boli v roku 6 0 1 695 000 Sk 0
2007 financované
7. Projekty podporované
Eurépskym socialnym 1 0 2 341 000 Sk 0
fondom
8. Iné projekty (Ustavne,
na objednavku rezortov a 0 1 0 100 000 Sk
pod.)

* Pracovisko veduceho projektu, zodpovedného gkssizhotovitéa, veduceho centra alebo

manaZzéra projektu.

** Uviest projekty so zéiatkom financovania v rokR007.

Medzinarodné projekty uvies’ v kap. IV.

BlizSie vysvetlenie je \WPrilohe ¢. 2
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2. NajvyznamnejSie vysledky vedeckej prace
a) zakladného vyskumu (uvies ¢islo projektu a agentuaru, ktora ho financuje),

Bakteridlna programovana bunkova smit’ ako nastroj vyvoja novych ligiv (I. Barak, P.
Florek, K. Muchova)

Nedavno objavena programovana bunkova’sfRCD) v baktéridch poskytuje jednoduchy model
na Stadium tohto procesu v jednobunkovych organcdim®&polISA - SpollSB toxin-antitoxinovy
systém v modelovom organizme Bacillus subtilis identifikovany ako stag’ procesu bunkovej
diferenciacie. Spbsob, akym SpollISA - SpollSB gyst&ontroluje Zivotaschopnfsbunky
pripomina systémy, ktoré su zahrnuté v PCD v iryaktériach, a tak pochopenietahu medzi ich
Struktarou a funkciou méze prisgi& poznaniu mechanizmu bunkovej smrti.d&e gény kddujuce
SpolISA - SpollSB podobné proteiny sa naSli v chopémoch vaznycHudskych patogénov
Bacillus anthracis a Bacillus cereus, Studium wiasti SpollISA a antitoxinu SpollSB z B. subtilis
mobze prispié nielen k poznaniu mechanizmu bunkovej smrti, && k boju proti Specifickym
ochoreniam vyvolanych tymito patogénmi.V naSom tabiriu sme identifikovali, charakterizovali
a izolovali SpolISA-SpolISB TA systém z B. subtilB. anthracis a B. cereus. Podarilo sa hdm
pripravit difraktujuce krystaly komplexu TA systému z B. Slib s cidom vyrieSenia jeho
tercialnej Struktury.

Projekt APVT-51-027804stav molekularnej biol6gie

Vystupy:

P. Florek, K. MuchovapP. Pavalikova and I. Baral2008) Expression of functional Bacillus
SpolISAB toxin-antitoxin modules in Escherichia icdFEMS Microbiol. Letters 278: 177-184.
(CC<asopis, IF = 2.068).

|. Barak and A.J. Wilkinson (2007) Division site recognition Escherichia coli and Bacillus
subtilis. FEMS Microbiol. Reviews 31: 311-326. (€&sopis, IF = 8.691).

Uréenie transkripéného profilu bakteriofaga BFK20 metddou DNA microaray (Majtan T.,
Bukovska G, HalgaSova N., Timko J)

Bakteriofag BFK20 je prvy korynefag s osekvenovanymanalyzovanym genémom a s
experimentalne denym transkripnym profilom jednotlivych 55 génov vyuzitim metddNA
microarray. Pomocu DNA microarray sme ziskali koetpy expresny profil bakteriofaga BFK20
infikujuceho producenta L-lyzinu B. flavum CCM 25%ekvencia gendmu faga bola pouzita k
priprave BFK20-Specifického DNAipu. Gény faga BFK20 boli klasifikované ako skos&redneé,
neskoré alebo nezaradené na zéklade ich komplararggkripcie poas priebehu infekcie. Vo
vSeobecnosti, zaradenie génov &amsovych skupin je v zhode s bioinformatickou analyz
Vyrazna zmena nastala len v zatriedeni génov sppkdaidanou regutmou funkciou, ktoré tvoria
skupinu strednych génov. Vysledky z expresnej stid@lija BFK20 pomocou DNA microarray boli
nezavisle potvrdené prostrednictvom kvantitatiRiejPCR. pre skupinu vybranych génov.
Projekt VEGA 2/5068/25 (Ustav molekularnej biolo§aV).

Majtan T., HalgaSova N., Bukovskd G., Timko Jranscriptional profiling of bacteriophage
BFK20: Coexpression interrogated by "guilt-by-asaten&rdquo; algorithm. Virology (2007),
359(1): 55-65 . (3,525 - IF2006)).

b) aplikaéného typu (uvie®’ pouzivatd’a, napr. SME, spin off a p.)

Genotypizacia klinickych izolatov salmonel v SRT.Majtan, J.Timko).

Od roku 2004 v ramci projektu APVV v spolupraci ®KM rieSime vyvoj DNA olig@ipu pre
rychlu genotypizént analyzu rdéznych Kklinickych izolatov salmonel.igdéip sme nazvali
~Salmonella-specific ResistoPathoCHIP". Stanowities optimalne podmienky analyzy - metdda
izolacie genetického materidlu zo vzorky, fluoreso@ zndenie, hybridizaciu a pdtacova
analyza DNAC ipov. Vysledny olig@ip sme podrobili testom s 24 klinickymi izolatmilisenel
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réznych sérovarov a/alebo fagotypov. Dosiahnutdedky korelovali s vysledkami fenotypovej
analyzy. Vysledky boli potvrdené a taktiez doplngméstrednictvom paralelne vyvijanej metody
genotypizacie salmonel pomocou PCR.

Projekt APVV APVT-21-052602 (Ustav molekularnej ldigie)

Majtan, T., Majtanova, L.,_Timko, J.Majtan, V. Oligonucleotide microarray for moleaula
characterization and genotyping of Salmonella sipins. (2007) J. Antimicrob. Chemother.
60(5): 937-946 (3.891- IF2006)

Majtanova, L.,_Majtan, T.Majtan, V. Molecular characterization of classniegrons in clinical
strains of Salmonella typhimurium isolated in Skiaa (2007) Pol J Microbiol 56(1): 19-23

¢) medzinarodnych vedeckych projektov (uviet zahraniéného partnera alebo medzinarodny
program)

Vzdialena homolégia glykozidovych hydrolaz z klanuGH-H a rodiny GH31 (S. Jan&ek)
Glykozidové hydrolazy (GH) su klasifikované gad svojich aminokyselinovych sekvencii,
vyuzivaného reaihého mechanizmu, katalytickej masSinérie a trojrazragesStruktiry do rodin GH.
VzdialenejSie pribuzné rodiny vytvaraju tzv. kla@®H. Alfa-amyldzova enzymova rodina, klan
GH-H, zattha takmer 30 réznych Specificit z troch rodin GHG8{70 a GH77. V rodine GH31 su
zoskupené alfa-glukozidazy, ktoré s enzymami zaffeylazovej rodiny zdi@ju spol@ny retergny
realkny mechanizmus a jeden z katalytickych zvySkovnktimnguje ako katalyticky nukleofil,
pricom druhy Kkatalyticky zvySok (proton donor) je odi§s Na zaklade myslienky, Ze
aminokyselinové zvysky ekvivalentné v primordialnegrzii katalytickej GH-H/GH31 TIM-
barelovej domény nemusia tby sasnych verziach GH-H a GH31 Struktir najdené v
ekvivalentnych poziciach, boli zrovhané sekvenée,umoznilo po prvykrat zostrdjievoluiny
strom spolony pre klan GH-H a rodinu GH31. Zaravboli navrhnuté sekvéné homoldgie medzi
klanom GH-H a rodinou GH31.

Projekt VEGA 2/5067/26({stav molekularnej biologie SAV).

A remote homology between glycoside hydrolase @ahH and family GH31

JANECEK, S. - SVENSSON, B. - MACGREGOR, E:A: A remotet ksignificant sequence
homology between glycoside hydrolase clan GH-H famiily GH31. In FEBS Letters. Vol. 581,
no. 7 (2007), p. 1261-1268. (3,372 - IF2006)

d) priprava na &erpanie Strukturalnych fondov EU
Ustav ma rozpracovanut koncepcikerpania Strukturalnych fondov EU:

1. zlepSenie arovne technickej infraStruktlry so zemeranim na:

a. ,Strukturalnu biolégiu" (planuje sa 20 milion8KK na nevyhnutné stavebné Gpravy)

b. Stavebne Upravy budovy Ustavu (budova Ustaexperimentalna stavba z r.1980). \Easnosti

je nevyhnutna vymenéelnych obvodovych pl&®dv, ktoré su v rozpore s terajSimi zdravotnymi a
bezp&nostnymi normami (azbestové vyplne v obvodovomtpladdovy) a nevyhovuju ajalSim
normam

Planovanych je 77 milionov SKK

2. Bol predloZzeny navrh na vytvorenie Centra molekulanej biotechnologie (CMB)
Nositd’: Ustav molekularnej biologie SAV

Ucastnici zo SAV:

- Ustav molekularnej biologie SAV

- Chemicky Ustav SAV

Ugastnici mimo SAV:

- Prirodovedecka fakulta UK

- Fakulta biotechnoldgie a potravinarstva SPU Nitra
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- Fakulta prirodnych vied UCM Trnava

- Fakulta humanitnych a prirodnych vied PU PreSov
- Slovgen s.r.o., Bratislava

- Biorealis s.r.o., Bratislava
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3.Vedecky vystup(bibliografické udaje vystupov uviés Prilohe €. 3)

Pocet v r. 2007

PUBLIKA CNA, PREDNASKOVA A EDI CNA CINNOST a dogg‘é‘g zr
1. Vedecké monografie * vydané doma 0
(AAB, ABB, CAB)
2. Vedecké monografie vydané v zahradi 0
(AAA, ABA, CAA)
3. Knizné odborné publikacie vydané doma 0
(BAB)
4. Knizné odborné publikacie vydané v zahrardi 0
(BAA)
5. Kapitoly v publikaciach ad 1/ 5
(ABD, ACD)
6. Kapitoly v publikaciach ad 2/ 1
(ABC, ACC)
7. Kapitoly v publikaciach ad 3/ 0
(BBB)
8. Kapitoly v publikaciach ad 4/ 0
(BBA)
9. Vedecké prace ¥asopisoch evidovanych
a/ v Current Contents
(ADC, ADCA, ADCB, ADD, ADDA, ADDB, CDC, CDCA, CDCBCDD 26
,CDDA, CDDB)
b/ v inych medzinarodnych databazach 0
10. Vedecké prace v ostatnyctasopisoch
(ADE, ADEA, ADEB, ADF, ADFA, ADFB, CDE, CDEA, CDEBCDF, CDFA, 2
CDFB)
11. Vedecké prace v zbornikoch (konferamych aj nekonferertnych,
vydanych tla¢ou alebo na CD
a/ recenzovanych 1
(AEC, AED, AFA, AFB, AFBA, AFBB, BEC, BED, CEC, CED
b/ nerecenzovanych 38
(AEE, AEF, AFC, AFD, AFDA, AFDB, BEE, BEF)
12. Vedecké prace v zbornikoch rozSirenych abstratav 0
(AFE, AFF, BFA, BFB)
13. Recenzie vedeckych prac vo vedecky¢hsopisoch 0
(EDI)
14. Prednasky a vyvesky na vedeckych podujatiachngin. 30% zahrani¢nou 47
uéast’ou
15. Ostatné prednasky a vyvesky 4
16. Vydavané periodika evidované v Current Contents 1
17. Ostatné vydavané periodika 0
18. Vydané alebo editované zborniky z vedeckych pogti 0
(FAI)
19. Vysokoskolské Gebnice a webné texty 0
(ACA, ACB)
20. Vedecké prace uverejnené na internete 0
(GHG)

a/ v cudzom jazyku(tag 101)

b/ v slovertine (tag 101)
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21. Preklady vedeckych a odbornych textov
(EAJ)

* Publikacia prindSa nové vedecké poznatky, alebopsera o vedeckeé prace.

4. Vedecké recenzie, oponentury

VyZiadané recenzie rukopisov monografii a vedeckycprac v zahraniénych Poget v r. 2007
casopisoch, prispevkov na konferencie s medzinarodno U¢astouja dopinky z r|
oponovanie grantovych projektov 2006

rukopisov monografii a vedeckych prac v zahfapch ¢asopisoch 23
prispevkov na konferencie s medzinarodn&asiou 33
oponovanie grantovych projektov 23

Spolu 79
5. Ohlasy

CITACIE Potet v r. 2007 Doplnky za r. 2006
Citacie vo WOS 386

Citacie podra inych indexov a baz, nap 10

SCOPUS, s uvedenim pramea

Citacie v monografiach, wW@ebniciach a inyck 5

publikaciach

Pozn.: Pri vSetkych poloZzkach je potrebné uiies tie prace, ktorych aspgeden autor je spolu s
adresou pracoviska uvedeny v autorskom kolektjika @a aj autorov uvedenych pddrou - on
leave, etc). Neuvadzautocitacie. Citacie spracovaa Ustav ako celok, nie iba sumarizopada
jednotlivych pracovnikov. Zoznam citacii Staloda’ len v jednom vyhotoveni, pripadne iba v
elektronickej forme.

Zoznam pozvanych prispevkov na medzinarodnych konfenciach:
Autor/autori, nazov prispevku, konferencia, v pd@g@ublikovania uvigspramei

1.

Bardk I.,Barbaro M., BlaSkoviD., Mullerova D.,Campo A. and Raffo L.: DNA biochips
for microbial pathogen detection. NANOVED 2007 -h 4international Conference on
Nanosciences and Nanotechnologies, Bratislava. Nhvl4. 2007. Book of abstracts L25
Bilikova K., Lehrach H., Simath JWhy honeybee genome contains less genes for innate
imunity as Drosophila melanogaster genome. 2ndrat®nal Conference on Crossroads
between Innate and Adaptive Immunity, Crete, Gredd& Jun 2007-22 Jun 2007)
Proceedings of abstracts , p.70.

Bilikova K., Simath J.:lmmunochemical approach to detction of adelturatid honey.
Genes and Pathogenes in Honeybees-Satelite Sympasiconjuction with XI. ESEB
Congres 2007, Sweeden, Uppsala (26 Aug 2007) (dghia prednaska)

Hlinkov4, V., Ling, Hong: The purification of PCNAs from Sulfddos solfataricus -
optimization of crystal growth. 4th Oulu summer @oh in Bioprocess Engineering,
OSSIBE 4,0ulu, Finland, 11. - 15. June, 2007

Janéek S., Gabrisko M., UrbanikovB.: A remote relatedness between the heteromeric
amino acid transporters and enzymes from the adpmgase family. Biospectrum 2007 -
International Symposium on Advances in Food Biotedbgy and Nutrition, Tiruvalla,
India, 30 November - 1 December 2007

Jangek S.: Bioinformatics of amylolytic enzymes in the postagme era. International
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Conference on New Horizons in Biotechnology (NHBJ0B2), Trivandrum, India, 26-29
November 2007

7. Ondrovicova G., Adamuskova H., Kutejova E.on protease - new aspects in structure and
function. 7th International Conference of AAA PiiateRoyal Agricultural College in
Cirencester, England, September 9-13, 2007. InrAbisbook, 7th International Conference
of AAA Protein, Cirencester, UK, S-

8. Simuth J., Bilikova K.Apiterapia vo svetle poznatkov zo sekvenovanigdgenwely. XI.
Fyto-Apiterapeutické dni s medzinarodnotagiou. Zbornik suhrnov prednasok str. 19.
KoSice (29 - 30. Sep 2007), vyziadana prednaska

9. van der Kaaij R.M., Yuan X.-L., Ram A.F.J., Jagle S., van der Maarel M.J.E.C.,
Dijkhuizen L.: What the annotators could not knowyel family GH13 enzymes in fungi
and their unexpected functions in cell wall metaol Third Symposium on the Alpha-
Amylase Family, Smolenice Castle, Slovakia, 23-Zpt&8mber 2007. In Programme and
Abstract Book, Invited Lecture L10, p24, ISBN978869750-0-6

Zoznam inych vyznamnych ohlasov
Neboli

6. Patentova a licetina ¢innost’

Nebola

a)Vynélezy, na ktoré bol udeleny patent v roku 2007

- na Slovensku (uviépaoiet)

pri kazdom uvie& ¢islo PV, men& autorov - pévodcov, nazov vynaleioaje jeho majitéom,
resp. spolumajifom (organizécia, organizacia spolu s inou orgamzacnapr. VS, ina
organizacia, sukromna osoba)

- v zahranti (uvieg’ pccet)

pri kazdom uvie& krajinu, ¢islo prihlaSky, mena autorov - pévodcov, nazov \gna a kto je jeho
majite’om, resp. spolumajitem (organizacia, organizacia spolu s inou orgamzamapr. VS, ina
organizacia, sukromna osoba)

b)Vynalezy prihlasené v roku 2007

- na Slovensku

- v zahranti

(uvieg’ udaje ako v bode a/)

c)Predané licencie

- na Slovensku (uviépredmet licencie a nadobudéy

- v zahranti (uvieg’ krajinu, predmet licencie a nadobudatécencie)

(uvieg’ udaje ako v bode a/)

d) Realizované patenty

- na Slovensku

- v zahranti

v obidvoch pripadoch uviésidaje ako v bode a), okrem toho:

realizator

rok zaiatku realizacie

finanény prinos pre pracovisko v roku 2007 a v predosisgitoch (tento Gdaj nemusi fhyak je
zverejnenie v rozpore so zmluvou suvisiacou széelou patentu).



Sprava ciinnosti organizacie SAV

7. Komentare k vedeckému vystupu a iné dolezité iafmécie k vedeckym aktivitam
pracoviska

Ustav sa dlhodobo orientuje na prezentovanie viekedvedeckej¢innosti v kvalitnych
zahrantnych periodikach s vySSim IF. Tento trend ma poibbpe za nasledok zniZenie
celkového pétu publikacii.

V priebehu roku 2007 vedecki pracovnici Ustavu jrobhli celkovo 28 publikacii, z toho 26
v karentovanycltasopisoch, péom najvyssi IF je 27,4.

Ustav méa snahu neustéle vysielschopnych vedeckych pracovnikov nackpvé zahraminé
vedecké pracoviska, na dlhodobejSie stdze v prienmer dva roky. Nastava v3ak problém s
nahlasovanim fyzicky pritomnych pracovnikag sa nasledne odzrikage s neudrzateogs’ou
mzdovych prostriedkov. Ustav sa snazi priptapodmienky aj pracovnikom, ktory dlhodobo
pracovali v poprednych zahrgniych vedeckych laboratoriach a prejavili zaujenvedit. Je to
v3ak pomerne zlozity proces ke Ustav ma limitované pracovné miesta. Ustavuosad 2000
nebolo pridelené Ziadne pracovné miesto. Napriekut@me minuly rok prijali nasho byvalého
kmeiového pracovnika Dr. FarkaSovského, ktory dihodmia@oval v zahratinych laboratoériach.
Pracovnici Ustavu vyvinuli zdaé asilie pri ziskavani mimo akademickych prosk@dzapajanim
sa do projektov narodnych agentar, do mnohych Jegac programov podporovanych EU a
projektov financovanych zahra&nymi agentdrami.

Ustav podal navrh na vybudovania vyskumnych cemti@r Centrum molekularnej biotechnolégie
(CMB) a v ramci programu APVV Centra Centrum exon&lesti Strukturnej bioloégie (CESBIO) .

8. Ukast’ na rozvoji vednej politiky SR (3tudie, legislativie iniciativy a p.)

Prof. Ing. Jozef Timko, DrSc. a prof. RNDr. Jan Tunia, CSc.vypracovali prognézu na tému :
»<Analyza biotechnolégii v SR a ich vizie do roku3B0 v rdmci spoluprace s Prognostickym
ustavom SAV ako siag’ 3/11. Stratégia/2007.
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I1l.Doktorandské studium, inad pedagogickadinnost’ a budovanielPudskych

zdrojov pre vedu a techniku

Udaje o doktorandskom Stadiu

Forma | Pofet k 31.12.2007 Pocet ukonéenych doktorantar v r. 2007
Doktorandi Ukonéenie z dovodov
celkovy | ztoho | UspesSnou uplvautim nde_obna!;:n_lr rodinnych,
pocet |novoprijati obhajoboy p}/ Izerane] zdravotnychnevykonanis
casu prace alebo_ . ,
. ] . Jainych, res odbornej
5 5 _ | urceneého naneudelenin bez udania  skadk
M| Z | M| Z | M| Z Studium | vedeckej - y
. dovodu
hodnosti
Denna 4 9 4 0 0 0 0 0 1 0
Externa | 2 7 0 0 1 1 2 0 0 0
Zmena formy doktorandského Studia
Pocet

Preradenie z dennej formy na externu

Preradenie z externej formy na dennu

Prehrad udajov o doktorandoch, ktori ukortili doktorandské Stadium uspeSnou obhajobou

Mesiac, . Cislo a Fakulta
Mesiac, . Meno a o
< rok nazov .~ _ludelujuca
Meno doktoranda Forma DS| . rok .1 |organizaci .,
nastupu obhaiob vedného 2 3kolitela vedecku
na DS 19Y' bdboru hodnog’
Ing.
RNDr. Bubica Piknova | 2004 11.9.2002 | 27.6.2007-2-10:9  Bystrik o ey
Mikrobiol [Polek,
CSc.
Prof. Ing.
RNDr. Peter Minarik “xterna 1.9.2003 | 13.12.2007°0279 Jozef PriF UK
ol. biol. [Timko,Dr
SC.
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Udaje o pedagogickefinnosti

) Prednasky Cvicenia *
PEDAGOGICKA CINNOST
v v
doma ...| doma s
zahraniéi zahraniéi
Pocet prednasatdov alebo veducich cvieni ** 8 0 4 0
Celkovy poéet hodin v r. 2007 274 0 288 0

* - yratane seminarov, terénnych ¢eni a preddiplomovej praxe

** . neuvadza pracovnikov, ktori st na dlhodobych staZach naeraitach

Prehad prednaSatéov predmetov a veducich ¢gni, s uvedenim nazvu predmetu, avazku, katedry
a vysokej Skoly je uvedenyyilohe é.4

1 Patet pracovnikov, ktori posobili ako veduci alebo kaltanti 8
' diplomovych prac:
2. Patet vedenych alebo konzultovanych diplomovych prac: 9
3. Patet pracovnikov, ktori posobili ako Skolitelia doidodov (PhD.): 7
4, Patet oponovanych dizeftaych a habilitanych prac: 9
5. Paiet pracovnikov, ktori oponovali dize¢tee a habilitané prace: 4
6 Patet pracovnikov, ktori posobili akdenovia komisii pre obhajoby DrS¢. 3
' prac:
7 Patet pracovnikov, ktori pdsobili akdenovia komisii pre obhajoby PhD. 3
' prac:
Patet pracovnikov, ktori pdsobili akdenovia komisii,
8. resp. oponenti v inauguf@om alebo habilignom konani 1
na vysokych Skolach:

12
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Menny preliad pracovnikov,
ktori boli menovani

do spolénych odborovych
komisii pre doktorandské
Stadium

Menny preliad pracovnikov,
ktori pésobili akailenovia
vedeckych rad fakult a
univerzit*

a spravnych rad univerzit

Menny preliad pracovnikov,
ktori ziskali vySSiu vedeckd,
pedagogicku hodnés

alebo vyssi kvalifikeny stupé
(s uvedenim hodnosti/stig) *

RNDr. Imrich Barak, DrSc.
(mikrobiologia)

Doc. Ing. Andrej Godany, CSg¢.

(Fakulta prirodnych vied UCM

Doc. Ing. Andrej Godany, CS
(molekularna bioldgia)

Prof. Ing. Jozef Timko, DrSc.
(Prirodovedecka fakulta UK)

RNDr. Jan Kormanec, DrSc.
(molekularna bioldgia)

Prof. Ing. Jozef Timko, DrSc.
(Fakulta biotechnoldgie a
potravinarstva SPU)

RNDr. Jan Kormanec, DrSc.
(biochémia)

Prof. Ing. Jozef Timko, DrSc.
(Fakulta humanitnych a
prirodnych vied PU)

Doc. Ing. Jozef Simuth, DrSa.
(chémia a technoldgia
poZivatin)

Doc. Ing. Jozef Simuth, DrSa.
(biotechnologia)

Prof. Ing. Jozef Timko, DrSc.
(biotechnologie)

Prof. Ing. Jozef Timko, DrSc.
(molekularna bioldgia)

Ing. Juraj GaSperik, CSc.
(biotechnoldgie)

*\/ zatvorke uviesaj prislusné univerzity.

Zoznam spol@&nych pracovisk SAV s vysokymi Skolami a inymi inStiiciami s uvedenim
stru¢nych vysledkov spolupraceNa zaklade tychto udajov bude zoznam sgojeh pracovisk v
Sprave a&innosti SAV oproti minulému roku aktualizovany aadia sa iba pracoviska tu uvedeneé.

Spolatné pracovisko UMB SAV a Prirodovedeckej Fakulty UKBratislava

RieSenie grantovych projektov:

1. Rezistencia ngazké kovy ako faktor virulencie patogénnych baki{@&teavy metals resistance as
a virulence factor of phatogenic bacteria) (ProER\VV)

2. Rozvoj progresivnych technolégii pre vykonnu rekaoiku" ZvySenie produinej vykonnosti
producentov biologicky aktivnych latok - ZlepSemeodulkinej efektivnosti kmiga Penicillium
chrysogenum. (Projekt SPVV).

3. Bioinformaticky pristup k weniu mechanizmov regulacie génovej expresie bakégyov
(Bioinformatic approach to discovery of gene retuha networks in bacteriophages) (Projekt
APVV)

Vysledky spolupréace:

1. Rieenie ulohy SPVV ,Zvy3enie produmej vykonnosti producentov biologicky aktivnycholiét

- ZlepSenie produinej efektivnosti kmiga Penicilium chryzogenum®.

Bol podrobne charakterizovany klaster génov zodgonyeza biosyntézu penicilinu v produiom
kmeni. Bol izolovany gén expandazy zo Streptomydasuligelus, za &lom jeho prenosu do
kmeiov penicilii,¢im by sa mal penicilin konvertoaa cefalosporin. Tym by sa ziskali kmene s
radovo vySSim produktom. Zali sa pokusy s transforméaciou pévodného kane
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Iné doblezité informacie k pedagogickeginnosti
(najmé skusenosti s doktorandskym Studiom)
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IV.Medzinarodna vedecka spolupraca

Medzinarodné projekty

Pridelené financie na rok 2007

DRUH PROJEKTU Pocet projektov (prepogitané na Sk)
A B
Organizécia je | Organizacia sa A B
nositd’om podiePa na
projektu *  [rieSeni projektu
1. Projekty 6. ramcoveho
programu EU v(neL'Jvadzet 5 0 2 476 352 Sk 0
projekty ukon éené pred r.
2007)
2. Projekty 7. ramcoveho
programu EU 0 0
3. Multilateralne projektyv
ramci vedeckych
programov COST, INTAS,
EUREKA, ESPIRIT, 2 0 1 076 520 Sk 0

PHARE, NATO,
UNESCO, CERN, IAEA,
ESF (European Science
Foundation) a iné

4. Projekty financované v
ramci medzivladnych
dohdd o vedeckotechnicke 3 0 52 539 Sk 0
spolupraci (Grécko, CR,
Nemecko a iné)

5. Bilateralne projekty

6. Iné projekty
financované alebo
spolufinancované zo
zahrani¢nych zdrojov
* Koordinator alebo analogicky ako pri takke Il. 1.

2 0 69 518 Sk

Uspednog v ziskavani projektov 7. RP EU: pdet akceptovanych, resp. financovanych
projektov/pocet podanych navrhov.
Udaje k projektom spracova Priloheé. 2.

Patet podanych navrhov pre 7. RP EU: 2
1. Nazov: Treatment, diagnosis and preventionosfthiorne diseases - especially the Lyme disease
Acronym: TIBODI

Scheme: Collaborative Project, Large-scale intagygiroject
Work programe: FP7-HEALTH-2007-2.4.5.-12 (RNDr. iofr Barak, DrSc.)
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2. Podany navrh 7 RP EU v druhej vyzve v septe@2@0i7. (RNDr. Jan Kormanec. DrSc.)

NajvyznamnejSie prinosy MVTS Ustavu vyplyvajuce skutainenej mobility a rieSenia
medzinarodnych projektov.

1. Vyznamny prinos v ramci MVTS je vypracovanie mév Spol@éného projektu na heterolognu
expresiu ¢elich bielkovin v novych exprenych systémoch s df&ti Formosa University, Taiwan
(Doc. Ing. Jozef Simuth, DrSc. a RNDr. Katarinak®wa PhD)

2. V ramci MVTS pokrauje spolupraca UMB SAV s Ustavom molekularnej giayeCAV na
projekte (EUREKA), ktorého clem je priprava prototypového radioimunologickétiaidla,
zaloZzena na proteinovo-inziniersky skonsStruovamefilatke s pozadovanymi vlastri@sni, t.].
dostaténou afinitou k bunkovému markeru, vyraznou stadmiljt potl&enou schopnaosu
vyvolava neziaducu imunitni odpoiea primeranou hladinou z&enia radionuklidom. Za vyvoj
kotvy" pre zachytenie radionuklidu na UMB SAV zamgeda Mgr. Marcela Madra, PhD.

Clenstvo a funkcie v medzinarodnych vedeckych spaletiach, niach a narodnych komitétoch
SR.

Prof. Ing. Jozef Timko, DrSc.

- ¢len Vyboru Eurépskej Biotechnologickej federacié &y

- ¢len pracovnej skupiny Applied Genome Research BB E

- ¢len Slovenského komitétu pre biochémiu a molekwidriologiu

- ¢len (delegat za SR) EU KBBE (Knowledge Based Biotimy)

Mgr. LuboS Krué¢ar, PhD. - manazér Narodného uzla EMBnet

RNDr. Jan Kormanec, DrSc.- ¢len “Biotechnology Strategy Group of European Acais
Science Advisory Council (EASAC)".

RNDr. Katarina Bilikova, PhD. - ¢lenka International Honey Commission
Doc. Ing. Jozef Simdth, DrSc- ¢len International Honey Commission
Clenstvo v redasnych radackasopisov v zahradi.

Ing. Stefan Janéek, DrSc.- ¢len redaknej rady Journal of Applied Glycoscience
(http://www.]stage.jst.go.jp/browse/jgg/

Mgr LubosS KPuéar, PhD. —¢len EMBnet.news
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Medzinarodné vedecké podujatia, ktoré Ustav orgemizalebo sa na ich organizacii pdidie s
vyhodnotenim vedeckého a spg#aského prinosu podujatia. Do tejto kategorii pghodujatia s
aspa 30 % zahrarnych (Eastnikov.

ALAMY_3 Third Symposium on the Alpha-Amylase Family, 23 - 27 September 2007,
Smolenice Castle, Slovakia (Ing. Stefan Jaiek, DrSc.).
http://imb.savba.sk/~janecek/Alamys/alamy 3/

Programme and Abstract Book: Janecek, S. (ed.)po At & Science, Bratislava, 102 pp.,
ISBN978-80-969750-0-6.

V poradi 3. medzinarodné sympozium o alfa-amylagoedine konané v Kongresovom centre
SAV v Smoleniciach na Slovensku. Viac nez @@sinikov bolo z 19 krajin celého sveta (EU,
USA, Kanada, Mexiko, Japonsko, Korea, Australiawaa, Iran...). Asi 40% tvorili PhD-Studenti a
mladi vedecki pracovnici.

Vedecky prinos - zameranie na Struktury, Specyfigiproteinovy dizajn amylolytickych enzymov s
moznosami aplikacii. Prispevok k zviditeeniu Slovenska. Nasledujuce sympézium ALAMY_4
je naplanované a odsuhlasenétop&ongresovom centre SAV na j&s2010.

Medzinarodné vedecké podujatia, ktoré usporiadavist. 2008 (anglicky a slovensky nazov
podujatia, miesto a termin konania, meno, telefdsle a e-mail zodpovedného pracovnika).

276. Rozhovoryeskej a slovenskej kryStalografickej spwlosti: KryStalografia proteinov -
novinky z naSich laborato6rii Il

276th Discussions of Czech and Slovak Crystalldgafociety: Protein Crystallography - News
of our Laboratories II.

miesto konania: UMB, Bratislava

termin: 22.1.2008

zodpovedny pracovnik: RNDEubica Urbanikova CSc.,

tel. 02/59307435, e-mail: lubica.urbanikova@sauba.s

Patet pracovnikov v programovych a orgasizgch vyboroch medzinarodnych konferencii.
Patet pracovnikovl
Mgr Lubo$ KTu¢éar, PhD. - Workshop on Collaborative Bioinformatics 2007, 113. Jun 2007,

Malaga, Spanielsko

Uc¢ag’ expertov na hodnoteni projektov RP, ESF, pripaaijeh.
Neboli

Medzinarodné ocenenia a iné informacie k medzin@pdedeckej spolupraci
Neboli

Prelfad udajov o0 medzinarodnej vedeckej spolupraci gdany vPrilohe ¢&. 5.
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V.Vedna politika

Vedenie Ustavu a Vedecka rada Ustavu podporujuénpjacovné skupiny, ktoré rieSia vedecké
projekty 6. RP a 7. RP EU, a tieZ iné zahtadia dblezité doméace projekty. DIhodobym zamerom
Ustavu je publikovanaSe vysledky v renomovanych zah&éagch ¢asopisoch s vysokym IF.

Na ustave kazdotoe vyhodnocujeme jednotlivé pracovné skupiny nalark vysledkov ich
vedeckej prace. Hodnotia sa publikacie, citacregriiny prinos a vedecka vychova.

Zatid’ sa ndm dari kazdy rok zvySaveelkovy IF naSich prac. V roku 2007 sme dosiadlkavo
IF=93,87¢0 je 3,61 IF na jednu publikaciu.
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VI.Spolupraca s univerzitami a inymi subjektmi v odasti vedy a techniky v SR

1. Prefiiad spolupracujacich vysokych Skol (fakult) a vygiedpoluprace.
( kap. Il su tieto vysledky uvedené iba v ramcivgapamnejSich vysledkov pracoviska, tu sa uvedu
Uhrnne v rozsahu péid uvazenia organizacie).

Univerzita Komenského v Bratislava, Prirodovedeckdakulta
Spolupréaca pri rieSeni projektu APVT-51-025004 ,jBformaticky pristup k uteniu mechanizmov
regulacie génovej expresie bakteriofagov*.

Univerzita Komenského v Bratislava, Fakulta matemaiky, fyziky a informatiky
Spolupréaca pri rieSeni projektu APVT-51-025004 ,jBformaticky pristup k uteniu mechanizmov
regulacie génovej expresie bakteriofagov*.

UCM Trnava, Fakulta prirodnych vied, Katedra biotechnoldgii
Spolupraca pri charakterizdcii amylolytickych enzoym

2. Vyznamne aplikacie vysledkov vyskumu v sgeloskej praxi (pozn. ako k bodu 1.)
Ustav molekularnej biolégie spolupracuje s Biotéka. pri rieSeni projektu SPVaV, ktory sa rieSi
do marca 2008.

3. Uplny preliad vyrieSenych problémov pre mimoakademické orgamngz s uvedenim fin&ného
efektu.
Neboli

4. Spol@né pracoviska s univerzitami
Spolainé pracovisko UMB SAV a Prirodovedeckej Fakulty Bkatislava
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VIl.Spolupraca s aplikaénou a hospodarskou sférou

1. Ustav molekularnej bioldgie SAV koordinuje zmluvsgolupracu s Biotikou a.s. Slovenska
LCupca ktora sa rieSenia SPVV v ramci projektu ,;Zvy&erproduknej vykonnosti
producentov biologicky aktivhych latok - ZlepSenmodulkinej efektivnosti kmia
Penicilium chryzogenum. (prof. RNDr. Jan fay CSc.)

2. Zahranéna spolupraca s aplikaou sférou: Spolupraca s firmou CPN, s.r.o., Dolni
Dobrow, CR -konzult&na ¢innog’ v oblasti pripravy rekombinantnych ki a izolacie
rekombinantnych bielkovin. Spaloa publik&na aktivita. (Ing. Juraj Gasperik, CSc.)

3. Zahranéna spolupraca s apligaou sférou: Spolupraca s firmou S&D Chemicals Lémjt

Great Britain - konzul@éna ¢innog’ v oblasti skimania a vylepSenia kime Bacillus
polymyxa a dohoda o technickej spolupraci. (RNDabftela Bukovska, CSc.)
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VIII.Aktivity pre Narodnu radu SR, vladu SR, Ustred né organy Statnej spravy
SR a iné subjekty

Pretad aktualnych spotenskych problémov, ktoré rieSilo pracovisko v spofici s Kancelariou
prezidenta SR, s vladnymi a parlamentnymi organetiapre ich potrebu.
Neboli

Clenstvo v poradnych zboroch vliady SR, Narodnej 18Ry ministerstiev SR a pod.

RNDr. Ferianc Peter, CSc.

- &len Zboru expertov pre biologick( bezpes’ pri MZP SR.

- ¢&len pracovnej skupiny lll. Zivotné prostredie Namétio konventu o Europskej unii pri
Slovenskej spolnosti pre zahraanu politiku (SFPA).

Prof. Ing. Jozef Timko, DrSc.

- ¢len Komisie pre biologickd bezpeos” Ministerstva Zivotného prostredia SR

- &len pracovnej skupiny AK pre Ziv( prirodu pri MS SR

- ¢len Komisie pre spolupracu s XFEL (European FretEdn Laser Facility) pri MS SR

Doc. Ing. Jozef Simuth, DrSc.
- ¢len Komisie pre biologicku bezpeos’ Ministerstva Zivotného prostredia SR
- garant odbornej sekcie pre biotechnolégiu Slokepakadémie inzinierskych vied

Expertiznainnog’ a iné sluzby pre Statnu spravu a samospravy

RNDr. Ferianc Peter, CSc.

- posudenie Ohlasenia ¢adia ¢innosti zatriedenej do rizikovej triedy 1 od ohlaate’a: Ustav
genetiky a biotechnoldgii rastlin SAV, Nitra prelod biologickej bezpaosti MZP SR.

Prof. Ing. Jozef Timko, DrSc.

- expertizna &ag’ pri povd’ovani experimentalnych prac s GMO

- nezavisly expert programového vyboru 6 RP ESWvgekum, technicky rozvoj a demong&tng
aktivity Specifického programu ,,;Integrating andesigthening the European Research Area"

Clenstvo v radach Statnych programov a podprogra®vV a SO.

Prof. Ing. Jozef Timko, DrSc.

-¢len Rady Statneho programu V aV pre prierezovyngtgirogram ,Rozvoj progresivnych
technoldgii pre vykonnu ekonomiku".

RNDr. Jan Kormanec, DrSc.- ¢len Rady programov Centier Excelentnosti SAV
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IX.Vedecko-organizatné a popularizatné aktivity; ceny a vyznamenania

Vedecko-popularizmééinnog’” (pacet kniznych publikécii, prednasok, prispevkov ¥itleozhlase,
televizii a pod.) *:

pocet prispevkov: 7

prednaska

Doc. Ing. Jozef Simuth, DrSc. a RNDr. Katarinal&iia, PhD.;, Mor véelieho plodu*
Narodna ¥elarska vystava Banska Bystrica, (21. 10. 20073i@dana prednaska)

prispevok v tlai
RNDr. Jan Kormanec, DrSgTranskripcia - Ku¢ovy krok prepisu genetickej informacie.”
QUARK, 4, 16-17, 2007

rozhlas

Ing. Eva Hostinova, CSc. a Ing. Juraj GaSperik,. (¥easinky v modernych biotechnolégiach®
Slovensky Rozhlas, , SOLARIUM, 13.9.2007

Ing. Andrej Godany, CSc,Bakteriofagy v terapii. Slovensky rozhlas (Réaddevin) SOLARIUM
Doc. Ing. Jozef Simuth, DrSc. 3 prispevky

Usporiadanie domacich vedeckych podujati (vratamedy a Skol), s uvedenim nazvu poduijatia,
datumu, miesta konania adho (astnikov:

V ramci “Eurdpskeho tyzth vedy a techniky” na Slovensku smigadl4.11.2007 usporiadali na
Ustave molekularnej biolégie SAV celodenny semprér Siroku verejnass nazvom:
“Co vSetko je molekularna biolégia - od baktérie pelw.”

Na seminari vystapili veduci pracovnici UMB SAV.

Prof. Ing. Jozef Timko, DrSc.: Geneticky modifiko¥apotraviny

RNDr. Jan Kormanec, DrSc.: Bunkova diferenciacia

RNDr. Imrich Barék, DrSc.: DNA biopy

Ing. Eva Kutejova, CSc.: Bielkoviny — zakladné sfawé jednotky

RNDr. Katatina Bilikov4, PhD.: §&li med ako liek
V ramci 30 min. prednasok sa venovali problémom GM@izontalnemu prenosu génov, vyuZzitiu
najnovsich poznatkov molekularnej biologie v methci analyze bielkovin a ich Struktiry a
bioinformatického pristupu pri analyze genémov.
Na seminari sa astnili v hojnom poéte (viac ako 100 Studentov) stredoSkolski Studenti
z Gymnazia Jana Papanka, Vazovova 6, Bratislaw@@oskolski Studenti z Gymnazium Metodova
a Gymnazium Grosslingova, Bratislava.
Po prednaskach si Studenti prezreli vedecké lafwaad boli oboznameni s pracou natEpvych
pristrojoch vyuzivanych pri metédach molekularriejdgie.

Clenstvo v organizmych vyboroch domacich vedeckych podujati, s uvederiizvu podujatia,
datumu a miesta konania:
Neboli

Domace vyznamenania a ceny za vedecku &immog’ a iné doélezité informécie k vedecko-

organiz&nym a popularizénym aktivitdm (uvies konkrétne):
Neboli
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Clenstvo v redasnych radach domaciatasopisov:

Ing. Stefan Janéek, DrSc.- vykonny redaktotasopisuBiologia, séria Cellular and Molecular
Biology

Prof. Ing. Jozef Timko, DrSc — ¢len redaknej rady¢asopisuBiologia, séria Cellular and
Molecular Biology

web: http://www.springer.com/11756/

Cinnog’ v domacich, resp. sesko-slovenskych vedeckych spiostiach:

Prof. Ing. Jozef Timko, DrSc

- predseda Biotechnologickej spotmsti na Slovensku

- podpredseda vyboru Slovenskej sgalusti pre Biochémiu a molekularnu biolégiu

RNDr. JAn Kormanec DrSc.
- ¢len vyboru Slovenskej spaioosti pre biochémiu a molekularnu biologiu.

Uc¢ag’ na vystavach a jej zhodnotenie:
Neboli
* VyznamnejSie prispevky Specifikovautor, autori (autori z organizacie porknur), ndzov
publikacie, prispevku, relacie, kde a kedpluverejnené (vydavdtgvo,casopis, tld,
rozhlas, TV a pod.).
Ostatné prispevky zhesumarne (péty) poda kategorizacie v prvom odseku.
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X.Cinnost kniZni&no-informa&ného pracoviska

Uvied, ¢i ide o kniZnicu alebo zakladné infortmee stredisko (p&et pracovnikov, pregitany na
plny avéazok)

Kniznica

Patet pracovnikov 1

Prep@itany uvazok: 0,2

Preffad poskytnutych knizano-informanych sluzieb (reSerSe, vypoky, reprografie a pod.)
neboli

Stav kniznénych fondov (péet titulov dochadzajucich periodik, ¢ dizertacii, fotodokumentov a
pod.)

Stav kniznéného fondu v roku 2007:

Celkovy pa@et kniZznych titulov 4370

Celkovy pa@et periodik 1349

pocet titulov dochadzajucich periodik 4

Spolu 5 719
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XI.Aktivity v organoch SAV

Clenstvo v Sneme SAV

RNDr. Imrich Barak DrSc. élen

Clenstvo vo vybore Snemu SAV

Clenstvo vo Vedeckej rade SAV

Clenstvo v Predsednictve SAV

Clenstvo vo vedeckych kolégiach SAV

RNDr. Imrich Baréak DrSc. - VK SAV pre molekularniolbgiu a genetiku (tajomnik)
Prof. Ing. Jozef Timko DrSc. - VK SAV pre molekuldrbioldgiu a genetiku (predseda kolégia)
Clenstvo v komisiach predsednictva SAV

RNDr. Imrich Barék DrSc.

- Akreditaina komisia SAV {len)

- Komisia SAV pre posudzovanie vedeckej kvalifilkhzamestnancolen)

RNDr. Jan Kormanec DrSc.
- Rada programu centier excelentnosti S&Mrt)

Doc. Ing. Jozef Simuth DrSc.
- Komisia SAV pre medzinarodnu vedecko-technickaigpracu (clen)
- Komisia SAV pre zahratiné styky (clen)

Prof. Ing. Jozef Timko DrSc.

- Etick& komisia SAV (tajomnik)

- Komisia SAV pre vednu politiku a prognézy vyvejady a spolénosti ¢len)
- Komisia SAV pre Zivotné prostredi&lén)

Clenstvo v organoch VEGA

RNDr. Imrich Barak DrSc.
- Komisia VEGAC. 8 pre molekulovu a bunkovu biolégiti€n)

Ing. Stefan Jaréek DrSc.
- Komisia VEGA pre molekulovu a bunkovu biologitigh)

Clenstvo v Wenej spol@nosti SAV
Nemame

25



Sprava ciinnosti organizacie SAV

Xll.Hospodarenie organizacie

Rozpaftové organizacie SAV

Vydavky RO SAV

v tis. Sk
Kategoria Posledny Cerpanie k z toho:
upraveny 31.12.2007 - -
N poctu Z mMImoroz.
rozpocet r. 2007 | celkom zdrojov
Vydavky celkom 54655 54655 44499 10156
z toho:
- kapitalové vydavky | 1450 1450 640 810
- bezné vydavky 53205 53205 43859 9346
z toho:
- mzdové vydavky | 21920 21720 19301 2419
odvody do poiovni| 7779 7779 6964 815
a NUP
- tovary af’alSie 21790 21790 15678 6112
sluzby
z toho:
vydavky na projekty 19778 19778 14235 5543
(VEGA, APVT,
APVV, SPVV, MVTP,
ESF)
vydavky na 235 235 182 53
periodicku tla&
transfery na vedecki1823 1823 1823 0
vychovu
Prijmy RO SAV
v tis. Sk
Kategoria Posledny upraveny rozpdet | Plnenie k 31.12.2007
r. 2007
Prijmy celkom: 10312 10312
z toho:
rozpoétované prijmy (Ucet 19) | 156 156
z toho:
- prijmy za n§jomné 156 156
mimorozpoctové prijmy (icet {10156 10156
780)
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Xlll.Nadacie a fondy pri organizacii

(s uvedenim nazvu, zamerania)
Nemame
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XIV.Iné vyznamné ¢innosti

UMB SAV spolu s VS SAV vykonava s mandatom MS SRkfiu Narodného uzla organizéacie
EMBnet (European Molecular Biology network). Tatganizacia vznikla v roku 1988 z&alom
spojit’ jednotlivé eurGpske pracoviskd, ktoré sa zaobevgjizitim bioinformatiky a &bdquo;in
silico" analyzy. Hlavnou napbu ¢innosti Slovenského narodného uzla je administnazaiahleho
biologického databazového systému a programovébhavwania, Skolenia a kurzy zamerané na ich
vyuzitie, ako aj spolupraca s inymi vedeckymi pktjei v oblasti bioinformatiky.

Na Ustave molekularnej biolégie je v prevadzke lrab@rium GMO, ktoré je zaradené k
Narodnym referefmym laboratériam v ramci ENGL (European NetworkGIO Laboratories).
ENGL predstavuje jedid@l zostavu expertov zastupujucich GMO laboratoni&opskej unie.
Toto zoskupenie GMO laboratérii bolo oficialne igatované v Bruseli 4. Decembra 2002 a v
sitasnosti zoskupuje viac ako 100 narodnych vykonngtioratorii z kazdého z 2dlenskych
Statov EU a eSte aj Norsko a Swajsko. Za Slovensko sem patria eSte Statny vetenna
potravinovy Ustav v Dolnom Kubine a Ustredny kolmyoa skisobny Gstav poohospodéarsky v
Bratislave. Laboratorid sa &istiuju na testovani a validacii metdd detekcie géndwOGv
rastlinach. Laboratorium GMO na UMB SAV plne vyhgwpodmienkam pre pracu v rizikovej
triede 1l. Je zariadené pristrojmi, ktoré sme diskarostriedkov PHARE cez Ministerstvo financii
SR a MZP SR v hodnote viac ako 20 miliénov Sk. Labirium je plne funéné, v sdasnosti sa
pripravuje na akreditaciu.

V ramci projektu UNEP GEF v spolupraci s MZP SR AVSbolo zriadené fla 28.11.2007 na
UMB SAV Narodné centrum pre biologicki bezpes s celoslovenskou podsobmos a
spolupracuje s Narodnym refeterym laboratériom pre GMO.

Diia 15. novembra 2007 sme si slavnostne pripomefuiokov od zalozenia Ustavu molekularnej
biologie SAV. Ustav molekularnej biolégie SAV jeiganym pokraovaté’om Biologického Ustavu
SAV, ktory bol zaloZzeny v roku 1957. &s obdobia 1957 az do roku 1976 sa z Biologického
ustavu odlenili viaceré oddelenia z ktorych vznikli napr. Boicky Ustav SAV (1963), Ustav
biologie krajiny SAV (1965). V roku 1976 bol prenmany Biologicky Gstav SAV na Ustav
molekularnej biologie SAV.

Na slavnostnom zhromazdeni v Prednaskovej miests@st v areali akadémie na Patronke sa
z&astnili pozvani hostia, medzi inymi podpredseda S#&VIl. Oddelenie : RNDr. |. Zahradnik,
CSc., dekani viacerych fakult vysokych skol (Prbf. Mlynarcik, DrSc. dekan Farmaceutickej
fakulty UK, prof. Ing. Jozef Bulla, DrSc., dekan IFEBPU v Nitre, doc. Ind.. Polivka, CSc. dekan
Fakulty Prirodnych vied UCM Trnava), byvali riadideea zamestnanci.

V kratkom prihovore vystapil sasny riadité prof. Ing. J.Timko, DrSc. Stéme zhrnul doterajSiu
uspesSnu histériu budovania zakladov molekularnejogie na Slovensku a vyzdvihol viaceré
minulé aj sdasné ocenenia (Statna cena, vedci roka SR a meairduznania) nasich vedeckych
pracovnikov. So slavnostnym prihovorom pozdravitortezdenie aj podpredseda SAV za Il.
Oddelenie RNDr. |. Zahradnik, CSc., kde ocenil oelk vedecku, spotenski a Sportovu
angazovanasUstavu molekularnej biologie SAV.
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XV.VVyznamenania, ocenenia a ceny udelené pracovnikoorganizacie v roku
2007 (mimo SAV)

Nemame
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XVI.Poskytovanie informacii v stlade so zakonom da@bode informacii

Neboli ziadne poziadavky.
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XVII.Problémy a podnety pre ¢innost® SAV

V ramci akreditacie SAV bol Ustav molekularnej ldigie v roku 2007 Gspe3ne akreditovany.

Pri nasledujucich akreditaciach ustavov SAV nawme prehodnati vahovanie. Navrhujeme
zvySit vdhovanie IF. Ufite by to prispelo ku skvalitneniu publikaej ¢innosti,¢im by sa dal déraz
na kvalitu pred kvantitou.
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Spravu o ¢innosti organizacie SAV spracoval(i):uvies’ meno a telefén

RNDr. Gabriela Bukovska, CSc. 59307429
doc. Ing. Andrej Godany, CSc. 59307432
V .Bratislave, 14.1.2008 Prof. Ing. Jozef TimkaSD.

Riaditd’

Ing. Eva Kutejova, CSc.

Predseda vedeckej rady
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Prilohy

Priloha é. 1
Menny zoznam pracovnikov k 31.12.2007

Meno s titulmi Uvazok RieSitd’ska kapacita
(v %) (v hod/rok)
Veduci vedecki pracovnici DrSc.
1. RNDr. Imrich Barak, DrSc. 100 2000
2. Ing. Stefan Jaxiek, DrSc. 100 2000
3. RNDr. Jan Kormanec, DrSc. 100 2000
4. Ing. Jozef Seyik, DrSc. 100 2000
5. Doc. Ing. Jozef Simuth, DrSc. 100 2000
6. Prof. Ing. Jozef Timko, DrSc. 100 2000
Veduci vedecki pracovnici CSc., PhD.
1. RNDr. Gabriela Bukovska, CSc. 100 2000
2. RNDr. Peter Ferianc, CSc. 100 2000
3. Ing. Juraj Gasperik, CSc. 100 2000
4, Doc. Ing. Andrej Godany, CSc. 100 2000
5. RNDr. FrantiSek Jursky, CSc. 100 2000
6. Ing. Eva Kutejova, CSc. 100 2000
7. Ing. Bystrik Polek, CSc. 100 2000
8. Prof. RNDr. Jan Tuiga, CSc. 50 1000
Samostatni vedecki pracovnici
1. RNDr. Katarina Bilikova, PhD. 100 2000
2. RNDr. Jarmila FarkaSovskéa, CSc. 100 2000
3. RNDr. Dagmar Homerova, CSc. 100 2000
4, Ing. Eva Hostinova, CSc. 100 2000
5. Mgr.LCubo$ Ku¢ar, PhD. 100 2000
6. Ing. Magdaléna Lukava, CSc. 100 2000
7. Prof. RNDr. Oto Majzlan, PhD. 30 600
8. RNDr. Katarina Muchova, CSc. 100 2000
9. Mgr. Renata Novakova, CSc. 100 2000
10. Dr. Domenico Pangallo, PhD. 100 2000
11. Ing. Jana Uga@iakov4, CSc. 100 2000
12. RNDr. Cubica Urbanikova, CSc. 100 2000
13. Ing. Alexandra Zahradnikova, CSc. 20 400
14. Mgr. Marcel Zamocky, PhD. 20 400
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Vedecki pracovnici

1. Mgr. Martina Baliova, PhD. 100 2000
2. RNDr.. Maria Bdkova, PhD. 100 2000
3. RNDr. Marian FarkaSovsky, CSc. 100 2000
4. RNDr. Nora HalgaSova, PhD. 100 2000
5. Mgr. Vladena Hlinkova, PhD. 100 2000
6. RNDr. Edita Karelova, CSc. 100 2000
7. Ing. Daniela Krajikova, CSc. 100 2000
8. Mgr. Vladimir Leksa, PhD. 10 200
9. PharmDr. Tom&s Majtan, PhD. 100 2000
10. Mgr. Marcela Mudra, PhD. 100 2000
11. Mgr. Andrea Puskarova, CSc. 100 2000
12. Mgr. Henrieta Skovierova, PhD. 100 2000
13. Ing. Bronislava Uhnakové, PhD. 100 2000
Odborni pracovnici s VS vzdelanim
1. Ing. Zuzana Brnakova 100 2000
2. RNDr.Cubomira Feckova 100 2000
3. Mgr. Patrik Florek 100 2000
4. Ing. Jana Godtikova 100 2000
5. Ing. Janka Harichova 100 2000
6. RNDr. Katarina Chovanova 100 2000
7. Mgr. Zuzana Chromikovéa 100 2000
8. Ing. AlZzbeta Jar&ova 70 0
9. Ing. Tatiana Krakova 100 2000
10. Ing. Gabriela Ondrovbva 100 2000
11. Mgr. Nada Pavlendova 100 2000
12. RNDr. Bronislava Rezuchova 100 2000
13. RNDr. Katarina Slezdkova 100 2000
14. RNDr. Beatrica Seiikova 100 2000
15. RNDr. Roman Smidak 100 2000
16. Ing. Anna Varcholova 100 0
Odborni pracovnici USV
1. Eva Danakova 135 0
2. Katarina Formenderova 100 0
3. Katarina Janatova 100 0
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4. Renata Knirschova 100
5. Helena Kolesarova 100 0
6. Maria Krupcova 100 0
7. Anna Medlenova 100 0
8. Janka Novanska 100 0
9. Katarina Pirova 100 0
10. Beata Sfanova 100 0
11. Maria Sulekovéa 100
12. Tomas Tutia 45
Ostatni pracovnici
1. Jan Antati 70
2. Barbora Bachanova 100 0
3. Jandalogova 100 0
4. Andrea Davidova 100 0
5. Martin Golias 130 0
6. Emilia Chovancova 100 0
7. Edita Kohutova 100 0
8. Karol Ondrow 100
9. Ladislav Tamas 45 0
10. Katarina Tamasova 45 0
Doktorandské Studium
1. Mgr. Hana Adamuskova 0 0
2. RNDr. Veronika Franekova 0 0
3. Mgr. Marek Gabrisko 0 0
4. Ing. Martina Gerova 0 0
5. Ing. Marianna KarSayova 0 0
6. Ing. Martina Kraloviova 0
7. Ing. Peter Kutas 0 0
8. Mgr. Denisa Mullerova
9. Mgr. Martin Potatok 0
10. Mgr. Stanislava ReSetarova 0 0
11. Mgr. Matej Stano 0
12. Ing. Silvia Sillerova 0
13. Ing. Cudmila Vavrova 0

Pozn.: Pri kazdom mene uvigguly, Gvéazok v % a rieSiteku kapacitu v hod/rok.
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Priloha é. 2
Projekty rieSené na pracovisku

Medzinarodné projekty
Programy: 6RP

1) Nano ,array” systémy zaloZzené na samo agregujuh sa proteinoch(Nano Arrayed Systems
based on Self Assembling Proteins)

Zodpovedny rieSitd’: Imrich Barak
Trvanie projektu: 2005-03-01/2008-02-29
Evidenéné ¢islo projektu: 013523
Ustav je nosit#om -
projektu:
Koordinator: Royal Holloway and Bedford New College, London
Poet spolurieSitd’skych 3 - Nano ,array“ systémy zaloZzené na samo agregjlsa
institdcii: proteinoch: 3
Finanéné zabezpéenie: 6 RP - 1196922 Sk,
SAV - 511000 Sk

Dosiahnuté vysledky:

1. Jilin Tang, Daniela KrajcikoyaRong Zhu, Andreas Ebner, Hermann J. Gruber, hmBarak
Peter Hinterdorfer (2007) Atomic Force Microscopyalging and Molecular Recognition Force
Spectroscopy of Coat Proteins on the Surface ofillBacsubtilis Spore. Journal of Mol.
Recognition 20(6): 483-489.

2. Kragikova D, Le H. Duc,_Muchova K Luk&ova M., Millerové D.,Cutting S. and Barék |
(2007) Bacillus subtilis Spore coat proteins aseahtructures for nano-biotechnology research.
Acta Metallurgica Slovaca 2: 50-54.

2) Medzinarodné konzorcium na klieSte a klieBami roznaSané choroby(International
Consortium on Ticks and Tick-Borne Diseases)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2004-10-01/2008-09-30
Eviden¢né ¢islo projektu: 510561

Ustav je nosit#®om -

projektu:

Koordinator: Utrecht University, Faculty of Veterinary Medicingirecht
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie: 6 RP - 344000 Sk,
SAV - 63000 Sk

Dosiahnuté vysledky:
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3) Vyuzitie aplikovanej venomiky druhov Conus consis pre pripravu novych bio-lie€iv.
(Applied venomics of the species Conus consotthiéoproduction of innovative biomedical drugs.)

Zodpovedny rieSitd’: Katarina Bilikova
Trvanie projektu: 2007-02-01/2010-01-31
Evidenéné ¢islo projektu: 037592

Ustav je nosit#om -

projektu:

Koordinator: Dr. R. Stocklin, Atheris Laboratories, Switzerland

Potet spoluriesSitd’skych 1 - Vyuzitie aplikovanej venomiky druhov Conus sors pre
institucii: pripravu novych bio-ligv. : 1

Finanéné zabezpéenie:  EU - 1096684 Sk,
SAV - 372000 Sk

Dosiahnuté vysledky:

Zaviedli sa metddy pre screening antimikrobialnytdstnosti venomickych peptidov ziskanych z
prirodzenych zdrojov ako aj pripravenych chemicleymtézou a technoldgiou rekombinantnych
DNA, za (elom ich vyuzitia pre prevenciu ¥o Peanibacillus larvae larvae (P. I. larvae) ,
pévodcovi moru velieho plodu ako potencialnej nahrady antibiotikldctetracyklin, tylozin),
ktorych pouzivanie vodelarstve sa zakazalo v désledku ich akumaléaciedeni¥alej sa prikréilo

k vypracovanie metddy spektrofotometrického stanamé& antimikrobialnych vlastnosti
venomickych peptidov pouzitim mikrotithaych platnéiek. Optimalizovali sa kultivené
podmienky pre modelové zbierkové kmene P. |. lafBECC25747, ATCC25748, ATCC9545)
ako aj pre kmene izolované z prirodzenych ohrdskinovanym stuggom virulencie , ziskané z
Ceska (CZ2140/06, CZ2137/06) a zo Svédska (SW15$9/87/98, SW/233/00, SW97/03).

4) V¢ely v Eurdpe a udrzat&na produkcia medu (Bees in Europe and Sustainble Honey
Production)

Zodpovedny riesitd’: Jozef Simath

Trvanie projektu: 2006-03-01/2009-02-28
Evidenéné ¢&islo projektu: 022568

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie

Potet spolurieSitd’skych 3 - V¢ely v Eurdpe a udrzdtea produkcia medu: 3
institdcii:
Finanéné zabezpéenie:  EU — 956000,- Sk,

SAV - 249000,- Sk

Dosiahnuté vysledky:

Pre imunochemickl analyzu autenticit§yelieho medu rézneho geografického rastlinného pévod
sme pripravili dominantny proteirt@lej materskej ka&ky apalbumin 1 v preparativhom mnoZstve.
Tato bielkovina sa pouzila ako molekulovy markés p&enie pravosti ¥elieho medu a pouZzije sa
tiez aj pre komparativne imunochemické Studiumlich produktov a ich fyziologickych viastnosti.
Polyklonalna protilatka W apalbuminl sa pouZzila pre imunochemicky sreenai@nskych a
slovenskych monofloralnych medov a medov ziskarmgckacharézovych sirupov pouzivanych pri
zakrmovovani velstiev na zimné obdobie. Vo vSetkych analyzovanyadoch ako dominantna
bielkovina bola apalbumin 1, ale v r6znom mnoZsiVajnizsi obsah apalbumin 1 bol zisteny v
medoch zo sachardézovych sirupd® nasveduje tomu, Ze #ely v zime metabolizuji menej
hodnotny med, nez je kvetovy. Na zaklade tychtdedlov sme pristupili k cielenému vyberu
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vzoriek medov v ramci celej Eurépipalej sme chemicky analyzovali (konwgymi analyzami

v¢itane) komemé medy ako aj medy ziskané enzymovou hydrolyzoab$k Ziskané ddaje su
vychodiskom pre komparaciu s imunochemickymi areatyz Prikr@ili sme Kk priprave

monoklonalnych protilatok W apalbuminu 1 ako prostriedku pre ELISA kvantitad stanovenie
apalbuminu 1 v mede.

Programy: MAD

5) (Electronic detection of biomolecular processemtegrated biosensors)
Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2007-01-01/2009-12-31

Evidenéné &islo projektu:
Ustav je nositdom

projektu:

Koordinator: Massimo Barbaro, University of Cagliari
Pocet spolurieSitd’skych 2 -:2

institacii:

Finanéné zabezpéenie:  CNR - Taliansko - 38700 Sk

Dosiahnuté vysledky:

6) Molekularna charakterizacia mikrobialnej komunity zG¢astiujucej sa na biodegradacii
kultirneho dediéstva (Molecular characterization of microbial commungigvolved in the
biodegradation of culture heritage)

Zodpovedny rieSitd’: Domenico Pangallo
Trvanie projektu: 2007-01-01/2009-12-31
Evidenéné ¢islo projektu: CNR-SAV; 2/UNI11

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finan¢éné zabezpéenie:

Dosiahnuté vysledky:
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Programy: Medzivliadna dohoda

7) Stiepenie M6PR a charakterizacia fragmentov M6PRProcessing of M6PR and
characterization of the M6PR-derived proteolytiagments)

Zodpovedny rieSitd’: Eva Kutejova

Trvanie projektu: 2006-01-01/2007-12-31
Evidenéné ¢islo projektu: SK-11 AUT-9

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 106014 Sk

Dosiahnuté vysledky:

Pokraovali sme v Studiu membranovych komplexov asociggans M6PR. Na Studium tohto
komplexu sme pouzili 2D elektroforezu, gwim v prvom rozmere sme membranovu frakciu z
tkanivovej kultary TCL-598 rozdelili za nativnycloggmienok. Katarina Slezakova vyvinula tuto
techniku v ramci svojho pobytu v laboratériu pr@tockingera. Ukazalo sa, Ze M6PR sa
membranovej frakcii nachadza v komplexe priblizi@® &Da spolu s receptorom pre urokinazu
(CD87). CD87 sa nachadza aj v menSom komplexe spalwetgrinmi a tiez sa vyskytuje v
neviazanej forme. Herbert Schiller pripravil v rArpeojektu bunky s vypnutou expresiou M6PR
pomocou techniky RNA interferencie. Ukazalo saM&@PR reguluje pritomn@#sCD87 v tychto
komplexoch a takto kontroluje proteolyticke StieigeD87 a pravdepodobne aj samého seba.
Nativna 2D PAGE a nasledny Western blot nam tedaZaih skiuma& rozdiely v zloZeni
proteinovych komplexov na povrchu buniglq méze vplyvd na migr&ny potencial bunky.
Herbert Schiller sa v ramci svojho pobytu v labérat Dr. Kutejovej v Bratislave n&i tiez
pracovd s touto metoédou.

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - GODAR, Samuel - KUTEJOVAyva -
STOCKINGER, Hannes - LEKSA, VladimiBiochemical analysis of the complex associated to
CD222: Mapping of the CD222-binding sites within In Abstract Book of the 3rd PhD-
Symposium, 21-22 June 2007, Vienna, Austria, ppstetr59

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - CAPAN, Meskure - KUTEJOVYAVva -
STOCKINGER, Hannes - LEKSA, VladimiMembrane complexes associated to the plasminogen
activation system studied by blue-native electropbig. In abstract book of the Annual Meeting of
the Austrian Society of Allergology and Immunologh2-15 December 2007, Alpbach in Tirol,
Austria, poster, s. TaA 9.

Programy: ESF

8) Vyvoj a vyuZzitie Bacillus subtilis ako hostit€a pre produkciu proteinovych komplexov a
membranovych proteinov(Development and exploitation of Bacillus subtissa host for the
production of protein complexes and membrane pmetgi

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2006-01-01/2009-12-31

Evidenéné ¢islo projektu:

Ustav je nosit#om -

projektu:

Koordinator: University of Groningen, Groningen
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Potet spoluriesSitd’skych 1 - Vyvoj a vyuZzitie Bacillus subtilis ako hostitepre produkciu
institacii: proteinovych komplexov a membranovych proteinov: 1
Finanéné zabezpéenie:  APVV - 876520 Sk

Dosiahnuté vysledky:
1. I. Barak, A.J. Wilkinson (2007) Division sitecagnition in Escherichia coli and Bacillus subtilis
FEMS Microbiol. Reviews 31: 311-326.

Programy: Iné

9) Struktura, funkcia a interak éné Stadie SpollE proteinu z&astiujiceho sa bunkovej
diferenciécie v Bacillus subtilis.(Structure, function and interaction studies of ¢tied
differentiation protein SpollE from Bacillus suii)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2007-10-01/2010-09-30

Evidenéné ¢islo projektu: 082829/Z/07/Z-The Wellcome Trust
Ustav je nosit#om -

projektu:

Koordinator: University of York, UK

Potet spolurieditd’skych 3 - Struktira, funkcia a inter&hé Stadie SpollE proteinu
institucii: zWastujuceho sa bunkovej diferenciacie v Bacillus sigtiB

Finan¢né zabezpéenie:

Dosiahnuté vysledky:

Programy: Iné
Medzinarodné projekty s hospodarskou sférou:

10) Dohoda o skimani a vylepSeni knii@ Bacillus polymyxa. Pokra&ovanie Ill. (Agreement
about Investigation and Improvement of the StraagilBis polymyxa - Continue)

Zodpovedny rieSitd’: Gabriela Bukovska

Trvanie projektu: 2006-11-01/2007-06-30
Evidenéné ¢islo projektu:

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie: S and D Chemical limited - 74260 Sk

Dosiahnuté vysledky:

Pokraovali sme v charakterizovani kife Bacillus polymyxa z lladiska mikrobiologického a
molekularno biologického, vypracovali sme metodeniifikacie esencialnych génov pomocou
PCR. Na rieSeni projektu galej pokr&uje.
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Programy: EUREKA

11) Proteinovo inZinierske protilatky znaené radionuklidmi (Engineered radionuclide-labeled
antibodies)

Zodpovedny rieSitd’: Marcela Mudra

Trvanie projektu: 2006-01-01/2009-12-31

Evidenéné ¢islo projektu: E! 3537 ENGRAB

Ustav je nosit#om -

projektu:

Koordinator: Ustav molekularnej genetiky, Akademia vi€dskej republiky
Pocet spolurieSitd’skych 2 - Proteinovo inzinierske protilatky zigaé radionuklidmi: 2
institacii:

Finanéné zabezpéenie:  APVV - 200000 Sk

Dosiahnuté vysledky:

Na zéklade kvantovomechanickych vypmy boli vybrané aminokyselinové sekvencie, ktoté s
pripajané k proteinom zaéom vazby atomu ytria.

Programy: Max-Planck Society

12) Funkénéd genomika ely (Functional Genomic of honeybee)

Zodpovedny rieSitd’: Katarina Bilikova

Trvanie projektu: 2004-07-01/2010-12-31
Evidenéné ¢islo projektu:

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesitd’skych 0

institacii:

Finanéné zabezpéenie:  Max-Planck-Society - 8560713 Sk,
SAV - 200000 Sk

Dosiahnuté vysledky:

V spolupridci s Oddelenim molekularnej genetiky MAanckovho (stavu pre molekularnu
genetiku v Berlinedalej MPI MG) sme sa zastnili vypracovania navrhu projektu “Genomic tools
for European bumblebee pollinators” (BUMBLEGENE) ramci EuroCores. Tento projekt
nadvazuje na nas spoity zamer s MPI MG v oblasti porovnavajucej genomikgly aémeliaka
schvaleného PSAV ako aj na naSu prvotnu charakm@uzchitinu z rodu Apideae. Chitin, ako
druhy najrozSirenejSi biopolymér v prirode smedxali z nefunknych émelich rojov, ziskanych z
biotechnologickej produkcie firmy Koppert, Nové Z&m Porovnavanim fyzikalno-chemickych
vlastnosti chitinu izolovaného z morskych krabosneelieho sme pouzitim elementarnej analyzy,
FT-IR a CP/MAS-NMR spektroskopie zistili, Zeneli chitin m& o 5% niZSi stupecetylacie ako
krabi. Pouzity izoléeny postup umaluje ziska preparat vysokej chemickéjstoty neobsahujuci
Ziadne bielkoviny. Na rozdiel od krabieho chitiktgry ma amorfny charaktetmeli chitin vytvara
pravidelné hexagonalne membranové Struktiryo favorizuje pre priamu aplikaciu pre lekarske
Gcely.

MAJTAN, Juraj — BILIKOVA, Katarina- MARKOVIC, Oskar — GROF, Jan — KOGAN, Grigorij
— SIMUTH, Jozef Isolation and characterization of chitin from Hilabee (Bombus terrestris).
Int.J.Biol.Macromol., 2007, vol.40, p.237-241.

BILIKOVA, Katarina— LEHRACH, Hans — SIMUTH, JozefVhy honeybee genome contains less
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genes for innate imunity as Drosophila melanogag&rome. 2nd International Conference on
Crossroads between Innate and Adaptive Immunitydear Knossos Royal Village Conference
Center — Crete, Greece, 17-22 June 2007, s.70.

Programy: Iné

1) Rekombinantna priprava farmaceuticky vyznamnychpeptidov (Recombinant production of
pharmaceutically important peptides)

Zodpovedny rieSitd’: Juraj GaSperik

Trvanie projektu: 2007-01-08/2007-12-31
Evidenéné ¢&islo projektu:  99-53

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  358500,- Sk zo zahraifia

Dosiahnuté vysledky:

Pripravili sa dva rekombinantné kmene E. coli pfagace antimikrobialny peptid vo fuzii s
tioredoxinom a Nus-proteinom. Podstatad&’ rekombinantnej fuznej bielkoviny bola v solubilnej
forme v cytoplazme. Po odStiepeni fuzneho parteamaepreukézala biologicka aktivita peptiti,
poukazuje na nedokonaly folding.

Projekty narodnych agentur
2) Centrum excelentnosti biochémie sacharidof)

Zodpovedny rieSitd’: Jozef Sewik

Trvanie projektu: 2005-01-01/2008-12-31
Evidenéné ¢islo projektu:

Ustav je nosit®om -

projektu:

Koordinator:

Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  SAV - 250000 Sk

Dosiahnuté vysledky:

V spolupraci s Chemickym Ustavom sme rieSili proidéku kryStalizacie acetylxylan esterazy zo
Schizophyllum commune a acetyl esterazyirchoderma reeses cidom uckit’ ich terciarnu
Struktaru. Z ciastaine preisteného preparatu nerekombinantnej acetylxylarer&sy zo S.
commune smedalSimi purifika&nymi krokmi ziskali vysoko pgastenu bielkovinu. Vzorka
obsahovala niekto izoforiem acetylxylan esterazyio komplikovalo purifikaciu. Jedna z
izoforiem bola pripravena v kryStalografick&gtote, je homogénna, stabilnd a bude pouzita na
kryStaliza&né pokusy. Vzfadom na zaujimavésacetylxylan esteraz budeme izolévaj d’alSie
izoformy. Vysoko préistena rekombinantna acetyl esterdza z T. reesk poskytnuta v
lyofilizovanej forme a pouzitd na kryStalizaciu. y&taly bielkoviny samotnej aj v komplexe s
inhibitormi (napr. xyl6za, metylxyldéza) boli priprané v niektkych rozlénych podmienkach.
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Pomocou synchrotronového Ziarenia (EMBL c/o DESYamurg) sme testovali ich difréhkeé
vlastnosti. Otestovali sme vplyv viacerych kryopkdtintov na kvalitu difrakcii, avSak zZiadny z
kryStalov nedifraktoval s poZzadovanym vysokym m&eatiim. Pre pripravu kvalitnejSich kryStalov
bude nevyhnutnéalej optimalizové kryStaliza&né podmienky.

Programy: VEGA

3) Vplyv proteolytickej modifikacie na proteinové nterakcie GABA transportéra GAT-1
(Effect of proteolitic modification on protein iméetions of GABA transporter GAT-1)

Zodpovedny rieSitd’: Martina Baliova
Trvanie projektu: 2007-01-01/2009-12-01
Evidenéné ¢islo projektu:

Ustav je nosit#®om ano

projektu:

Koordinator:

Pocet spoluriesitd’skych 0

institacii:

Finan¢éné zabezpéenie:  VEGA - 70000 Sk

Dosiahnuté vysledky:

Deletnou analyzou bolo lokalizované miesto interakcie BAAtransportéera GAT1 s aktinom a
tubulinom. Proteinovym sekvenovanim bolo tie®eng miesto processingu v C-terminalnej oblasti
GAT1 proteinu.

4) Tvorba asymetrického septa péas procesu bunkovej diferenciacie Bacillus subtibi
(Asymmetric septum formation during cell differatitin process in Bacillus subtillis)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2007-01-01/2009-12-01
Evidenéné ¢islo projektu:

Ustav je nosit®om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spolurieSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 460000 Sk

Dosiahnuté vysledky:
1. I. Barak, A.J. Wilkinson (2007) Division sitecagnition in Escherichia coli and Bacillus subtilis
FEMS Microbiol. Reviews 31: 311-326.

5) Lytické proteiny a ich uloha v regulécii lytického cyklu bakteriofaga BFK20 (Lytic proteins
and their role in regulation of bacteriophage BFK®€c cycle)

Zodpovedny rieSitd’: Gabriela Bukovska
Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢&islo projektu:  2/5068/25

Ustav je nosit#om ano
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projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 128000 Sk

Dosiahnuté vysledky:

Gény pre predpokladané lytické proteiny sme ankphfali pomocou metody PCR a navrhnutych
primérov. ORF24, 25, 26 a 27 sme naklonovali dorexpeho vektora pET28a+ a ziskali sme
jednotlivé gp24-26 vo forme faznych proteinov s Hig sekvenciou na C konci rekombinantného
proteinu. Nasledne sme usk&ndi expresiu v bunkach E.coli s induktorom IPTGpadmienky
expresie sme optimalizovali. Uskdtoli sme predbeznu izolaciu jednotlivych génovyebduktov
(gp) pomocou afinitnej chromatografie na HiTrap ito¥yrazna expresia bola dosiahnuta len v
pripade proteinu z ORF 25, preto sme si overililentidova sekvenciu pre vSetky naklonované
gény sekvenovanim. Presid@CR amplifikacie integrovanych fragmentov sa pditarv pripade
ORF25, 26, 27. V pripade ORF24 sme ziskali sekwverciviacerych PCR produktov a ich
vzajomnym porovnanim sme zistili zmeny oproti pawvejdsekvencii faga BFK20: 1 delécia v
pozicii 496 a 2 inzerciéoho v poziciach 529 a 534. Tieto zmeny v sekve®é&tiF24 vedu ku
korekcii pévodnéh@itacieho ramca a to spatnym posunutitacieho ramca o jeden nukleotid od
pozicie 534¢im zanika terminégny STOP kodon ORF24. Predpokladame, Ze novy ORE&#na
okrem povodného ORF24 aj ORF25, ktorého tertfigem STOP koddénom sa ké&in gén
endolyzinu. Klonovali sme novy fragment ORF24", &fikovany pomocou pévodného priméru
ORF24 a reverse primeru ORF25, do expresného \&ektBif28a+. Uskutmili sme expresiu s
IPTG a detekovali zvySenu produkciu gp24” v celkopeoteinovej frakcii. Presn6sPCR
amplifikacie inzeéného fragmentu ORF24" vo vektore potvrdila sekndranalyza.

6) Determinovanie bakterialnej diverzity a variability genetickych determinantov rezistencie
v prostredi znefistenom toxickymi kovmi na kultivacii zavislymi a nezavislymi postupmi
(Determination of bacterial diversity and variabjl of genetic resistance determinants in toxic-
metal-contaminated environments by cultivation-dejleat and - independent approaches)

Zodpovedny rieSitd’: Peter Ferianc

Trvanie projektu: 2007-01-01/2009-12-01
Evidenéné ¢islo projektu:  2/7022/27

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finan¢éné zabezpéenie:  VEGA - 117000 Sk

Dosiahnuté vysledky:

Tazké kovy dlhodobo pretrvavaja v prostredi a simmn&vojou schopnésu menf diverzitu,
Struktiru a funkciu pddnych ekosystémov. Preto vepifaze rieSenia projektu bolo hlavnym
cielom ziskanie prvotnych informéacii o Struktire kudtratd’nej a nekultivovaténe] zlozke
bakteridlneho spotenstva a variabilite determinantov rezistenci€i wtazkym kovom v pode
zneistenej tymito kovmi. S pouzitim biochemickych testbolo zo 42 bakterialnych izolatov
ziskanych z pody s obsahom 2109 mg.kg-1 niklu,r8§%g-1 kobaltu, 177 mg.kg-1 zinku a menej
ako 0.25 mg.kg-1 kadmia identifikovanych 16 drulpatriacich k 10 rodom zatriedenych do troch
velkych taxonomickych skupin. VSetky izolaty nieslhgéezistencie v&i tazkym kovom podobné
S génmi czcA, resp. nccA. Na rozdiel od identifikdbaktérii s pouzitim biochemickych testov,
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molekularno-biologické identifiné pristupy zatriedili izolaty k inym bakteridlnymruhom
patriacich az do piatich Vkych taxonomickych skupin. Nekultivovéitel zloZku bakterialneho
spolaienstva reprezentovalo 13 réznych, neznamych, fyleteky vzdialenych bakterialnych
klonov, resp. bakterialnych druhov a 16 réznyclodgneticky vzdialenych génov rezistenci€ivo
tazkym kovom podobnych s génmi nccA s vyznamnouauigenetickej variability.

KARELOVA, Edita — HARICHOVA, Jana — CHOVANOVA, Kattna — FERIANC, Peter
Bacterial community determination and variability leeavy metal resistance determinants in
cultivable and non-cultivable portions of heavy-atetontaminated soil. In Abstrakty, gk
XXXXVII, ako priloha Bulletinu Ceskoslovenské spaieosti mikrobiologické, vol. 48 z 24.
Kongresuseskoslovenské spaleosti mikrobiologické — Libered;eska republika, 2.-5.10.2007, s.
211.

7) Proteinové inzinierstvo délezitych exo-alfa-glukn hydrolaz zamerané na cielend zmenu ich
technologickych vlastnosti(Protein engineering of the exo-actingglucan hydrolases oriented to
design of technologically attractive enzymes)

Zodpovedny rieSitd’: Juraj Gasperik

Trvanie projektu: 2007-01-01/2009-12-31
Evidenéné ¢islo projektu:  2/7144/27

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 114000 Sk

Dosiahnuté vysledky:

V ramci projektu sa rieSili dve samostatné ulohyPapravila sa séria glukoamylaz Glu a Glm S.
fibuligera s bodovymi mutaciami, ktoré majutah k Skrobviazucemu miestu. Ndko kI'icom k
objasneniu kooperacie vazbového a katalytickéhostai@ glukomaylazy Glm S. fibuligera je
autenticka terciarna Struktura, venovalo sdikeeusilie priprave neglykozylovaného enzymu, z
ktorého by sa ziskali kryStaly vhodné pre Struktiuemalyzu. Ukazalo sa, Ze ani fermentacie pri
znizenych teplotach vyrazne nezlepSuju prirodzesigifig molekdl enzymu. NaK&o tieto v
roztoku pd@as renaturdcie navzgjom interaguju, preslo sa ipeigeu rekombinantnej bielkoviny s
His-kotvou, pomocou ktorej sa bude uskuitova’ renaturacia fixovanej bielkoviny na afinithom
noski.b. Izolacia rekombinantnegi-glukozidazy Thermomonospora curvata v pET vektere
expresiou v cytoplazme E. coli viedla k vytvaramigregatov a komplikaciam pri kryStalizacii
bielkoviny (dlhy ¢as kryStalizacie a malé krystaly). Ziskané kryStappokon pri merani na
synchrotrone v Hamburgu nedifraktovali. Z tychtovd@ov bola glukozidaza preklonovana do
PET26b vektoru s his-tagovou kotvou na C- koncxpresiou do periplazmatického priestoru.
Predbezné vysledky sa prezentovali formou posterov:

1. Gasperik J., Hostinova E., Urbanikola The effect of site mutations on physico-chemical
properties of glucoamylases produced by variardirsr of Saccharomycopsis fibuligera. "5th
Conference - Structure and Stability of Biomacroseales SSB 2007", KoSice 5-8.9.2007, pp.119-
120.

2. Mddra M, Janda M., Gasperik J., Urbaniko¥4 Sewik J A thermotolerant alpha-1,4-
glucosidase from Thermomonospora curvata.4th OulumrBer School in Bioprocess
Engineerng,Oulu,11-15.6.2007, Finsko, p. 57.
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8) Genomicka a proteomicka analyza aktinofagu 1/6 (The genome and proteome analysis of
actinophage micro 1/6)

Zodpovedny rieSitd’: Andrej Godany

Trvanie projektu: 2005-01-01/2007-12-01
Evidenéné ¢islo projektu:  2/5070/27

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 105000 Sk

Dosiahnuté vysledky:

Sledovala sa biologicka funkcia génov kédujucictirh@a endolyzin, ktoré boli identifikované v
genome aktinofaga pn1/6. Expresia tychto génd@ oli zapr€inila lyzu buniek. Endolyzin p 1/6,
ktory je druhovo Specificky na rozdiel od holinwl schopny rozrugi bunkovu stenu Gram-
negativnej E. coli z vnutra bunky. V pripade posodenolyzinu p 1/6 z vonkajSieho prostredia sa
potvrdila jeho Specificita len na streptomycétowinkovl stenu. Pre overenie biologickej funkcie
génov pre holin a endolyzin v streptomycétach 9a B@plifikaty klonovali jednak separatne a tiez
ako celd lytickd kazeta do expresnych vektorov dbbgicich tip A promotor indukovdiey
thiostreptonom) vhodnych pre streptomycéty. Exppregiénu pre holin sa zistilo, Ze dochadza k
inhibicii rastu a v pripade expresie celej lytickagety lyze streptomycétovej kultary.V genéme
bakteriofaga pu 1/6 boli na zaklade homologie pogobnproteinov v databazach identifikované
gény kodujuce hlagkovy protein a proteazu. PCR amplifikaty tychto dea@énov pripravenych z
genomovej DNA faga p 1/6 boli klonované do expresnyektorov pre E. coli, exprimované a
izolované pomocou afinitnej chromatografie z&eldm Stadie protedzy pri tvorbe hlaky
aktinofaga p 1/6. N-terminalne sekvencie purifikogeh proteinov S. aureofaciens B96 s
nukleazovou aktivitou boli porovnané so sekvenciamiproteinovych aj nukleotidovych
databazach. Pre sekvenciu prislichajucej 25kDaepmot bola zistena ztiaa podobnas s
pravdepodobnou extracelularnou exodeoxyribonukle&xzocoelicolor A3(2). Boli navrhnuté DNA
priméry a po amplifikacii sa sekv&mou analyzou potvrdila nukleotidova sekvencia géraSC
(804bp, zaslana do GenBank DQ89768). Expresiou ifikdpli exoSC v E.coli pET expresnom
systéme sa dokazala nukledzova aktivita. Pouzibvnakych primerov sa ziskal amplifikat génu
exonukledzy zo S. aureofaciens B96 (exoSA, zasldnaGenBank DQ986487), ktory je
kompletnym otvorenyngitacim ramcom s V&os'ou 723bp, s vlastnym Start aj stop kodonom.
Nukleotidové sekvencie génov exoSC a exoSA su hogitké na 51%. Proteiny prislichajuce
danym génom boli exprimované s 6xHis fuznym C-kenc@ po naslednej purifikacii boli u
vSetkych potvrdené vlastnosti exonukleolytickychnygmov. Stanovené boli ich zékladné
biochemické charakteristiky. U vSetkych amplifikoyah exonukledz boli sekvencie génov
rozruSené vloZzenim génu rezistenciu civoantibiotiku (tiostrepton, apramycinkim boli
skonsStruované disrdpé vektory na wenie biologickych ich funkcii v pévodnych hosti&ych
kmenoch.

9) Nove, potencialne gény rezistencie $iomuénatke jaémennej derivované od PR-proteinov.
(New, potential gesistance genes against powdddemiderived from PR-proteins)

Zodpovedny rieSitd’: Vladena Hlinkova
Trvanie projektu: 2007-01-01/2009-12-31
Evidenéné ¢islo projektu:  1/4360/07

Ustav je nosit#om -

46



Sprava ciinnosti organizacie SAV

projektu:

Koordinator: Prirodovedecka Fakulta UK
Pocet spoluriesitd’skych 0

institdcii:

Finanéné zabezpéenie:  VEGA - 38000 Sk

Dosiahnuté vysledky:

Dosid’ ziskané vysledky:

1. izolovali sme extracelularne a kyslé membranpwéteinové extrakty z listov senzitivheho
kultivaru ja&mena infikovaného dvomi patotypmi migatky v obdobi sporulacie;

2. identifikovali sme gény virulencie u aplikovamypatotypov;

3. proteinové extrakty sme zakoncentrovali a pvifiraa pre separaciu pomocou A-PAGE;

4. zistili sme imunologické interakcie s protilatki pre 4 genotypy §neia nesuce rdézne geny
rezistencie z Mla-lokusu s pripravenymi protilatkam

5. potvdili sme imunologickll Specificitu na pritoo#i ortologickych génov u sledovanych
patogéenov.

Parciale vysledky boli prezentované na medzinandkm&erencii Eucarpia v Piédnoch:

Elena Hlinkova, Milan Bobak, Vladena Hlinkow@nd Jan Raffay. Pathogenes as a source of
possible new resistance genes. In: Book of absirBtant Genetic Resources and their Exploitation
in the Plant Breeding for Food and Agriculture. HBLUCARPIA Genetis Resources Meeting, May
23-26, 2007. Pig&ny, Slovak republic, p. 153.

Okrem tejto prezentacie finamé prostriedky boli pouzité pri prezentacii vysledkna ,4-th Oulu
Summer School in Bioprocess Engineering“, June 3,12D07. University of Oulu, Linnanmaa
Campus, Oulu, Finland a ,Drobnicov Memorial“, 4¢mik., 19-21 september, 2007, ¢vce,
Slovensko.

Vladena HlinkovaJacob A. Bauer, GuanXing Xing, Kanagalaghatt&&ashankar & Hong Ling.
Tertiary structure of PCNA123 heterotrimer and PQ8Adimer from S. solfataricus. In:
Proceedings of 4-th Oulu Summer School in Biopredasgineering. June 11-15, 2007. University
of Oulu, Linnanmaa Campus, Oulu, Finland. p. 54720

Vladena Hlinkova Jacob A. Bauer, GuanXing Xing, & Hong Ling. Téntia Struktira PCNA123
heterotriméru a jeho uUloha v replikacii DNA. In: athik prispevkov, Drobnicov Memorial, 4.
rocnik. , 19-21 september, 2007, ¢wce, Slovensko, s. 54-55, 2007.

10) Bioinformatika amylolytickych enzymov (Bioinformatics of amylolytic enzymes)

Zodpovedny riesitd’: Stefan Janeek

Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢&islo projektu:  2/5067/25

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finan¢éné zabezpéenie:  VEGA - 119000 Sk

Dosiahnuté vysledky:

(1) JANECEK, Stefan- SVENSSON, Birte - MACGREGOR, E. Ann. A remotet tsignificant
sequence homology between glycoside hydrolase @lH and family GH31. In FEBS Letters.
ISSN 0014-5793, 2007, vol. 581, no. 7, p.1261-1268.

(2) VAN DER KAAIJ Rachel M. - JANEEK, Stefan- VAN DER MAAREL Marc J. -
DiIlJKHUIZEN Lubbert. Phylogenetic and biochemicahacacterization of a novel cluster of
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intracellular fungal alpha-amylase enzymes. In bloology. ISSN 1350-0872 (Print), 1465-2080
(Online), 2007, vol. 153, no. 12, p. 4003-4015.

11) Uloha proteazy kalpain vo fyzioldgii glycinovyk transportérov (Role of protease calpain in
glycine transportes physiology)

Zodpovedny rieSitd’: FrantiSek Jursky

Trvanie projektu: 2007-01-01/2009-12-01
Evidenéné ¢islo projektu:  2/7049/27

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 78000 Sk

Dosiahnuté vysledky:
Boli vytvorené stabilné linie intaktného a skrateméransportéra GlyT1B v HEK293 bunkach
a porovnana ich schopnost transportovat glycin.

12) Regulacia bakterialnej diferenciacie a patogemity vo vzt'ahu k odozve na stres, Uloha
sigma faktorov RNA polymerazy v tychto procesoct{Regulation of bacterial differentiation and
pathogenicity in relation to stress response, aflginga factors of RNA polymerase in these
processes)

Zodpovedny rieSitd’: Jan Kormanec

Trvanie projektu: 2006-01-01/2008-12-01
Evidenéné ¢islo projektu: 2/6010/26

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 269000 Sk

Dosiahnuté vysledky:

Charakterizovali sme regulaciu stresového sigmé#ofakSigH v Streptomyces coelicolor A3(2).
Identifikovali sme v priebehu morfologickej difei@acie protein viazuci sa na jeho anti-sigma
faktor UshX. Identifikovali a charakterizovali snpét’ regul@&nych proteinov z rodiny SARP v
klastri pre polyketidoveho antibiotikum auricin ré&tomyces aureofaciens CCM3239. Po ich
rozruseni v chromozome sme charakterizovali ichhullosr regulacii produkcie auricinu.
Identifikovali a sekvetne charakterizovali sme&as’ genetického klastra pre antibiotickum
salinomycin v Streptomyces albus. Identifikovaliesmtejto oblasti tri regutaé gény potrebné pre
regulaciu salinomycinu. Charakterizovali sme niektgény z regulonu sigma faktora RpoE v
Salmonella typhimurium vo ¥ahu k patogenicite a odozve na stres. Analyzovad &£h expresiu

v stresovych podmienkach. Charakterizovali sme ulldtoch génov z identifikovaného regulénu
sigma faktora SigB v Staphylococcus aureus. Zistitie, Ze hraju reguiad ulohu pri tvorbe
kapsulového obalu, ktory hra délezitu ulohu v patogite S. aureus. Analyzovali sme ich expresiu
a regulaciu v réznych podmienkach u S. aureus. lBomoptimalizovaného dvoj-plazmidového E.
coli systtmu sme identifikovali a charakterizovaigulon stresového sigma faktora SigF v
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Mycobacterium tuberculosis. Lokalizovali sme proargt tychto génov, biochemicky ich
verifikovali a navrhli ich konsensus sekvenciu.

Publikacie:

1, Homerova, D., Surdova, K., Mikusova, K., Kormené.: Identification of promoters recognized
by RNA polymerase containing Mycobacterium tubewsid stress-response sigma factor SigF.
Arch. Microbiol. 187 (2007) 185-197.

2, Kenyon, W. J., Nicholson, K. L., Rezuchova, Bamerova, D., Portillo, F. G., Finlay, B. B.,
Pallen, M., Kormanec, J., Spector, M. P.: RpoS ddest carbon-starvation-induction of pbpG
(PBP7) is required for the starvation-stress respan Salmonella enterica serovar Typhimurium.
Microbiology-SGM 153 (2007) 2148-2158.

3, Meier, S., Goerke, C., Wolz, C., Seidl, K., Hoowa, D., Schulthess, B., Kormanec, J., Berger-
Bachi, B., Bischoff, M.: SigB and SigB-dependenlR& and yabJ-spoVG loci affect capsule
formation in Staphylococcus aureus. Infect. Imnidi(2007) 4562-4571.

4, Knirschova, R., Novakova, R., Feckova, L., Timl{dg Turna, J., Bistakova, J., Kormanec, J.:
Multiple regulatory genes in the salinomycin biohetic gene cluster of Streptomyces albus CCM
4719. Folia Microbiol. 52 (2007) 359-365.

Prezentécie na vedeckych podujatiach

1, Kormanec, J., Novakova, R., Bistakova, J., Feakd.. Complex regulation of gene cluster for
polyketide antibiotic auricin in Streptomyces adastens CCM3239. 14th International
Symposium on the Biology of Actinomycetes. NewGastl.K. 2007, Abstract book: p. 157.

13) Lon proteaza -enzym s viacerymi funkciami Lon pteaza, Saterdny, substazy, DNA - ako
to vSetko spolu suvisi(Lon protease - enzyme with the different functidims protease,
chaperones, substrates ane DNA - mutual consegsence

Zodpovedny rieSitd’: Eva Kutejova

Trvanie projektu: 2005-01-01/2007-12-01
Evidenéné ¢&islo projektu:  2/5118/25

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finan¢éné zabezpéenie:  VEGA - 116000 Sk

Dosiahnuté vysledky:

V spolupraci s C.K.Suzuki (USA) sme Studovali vadluske] ATP-zavislej proteazy hLon na
mitochondrialnu DNA. hLon sa viaze na G-bohaté sifblaitDNA, prednostne na prométorovu
oblag’ 'udskej mitochondrialnej DNA. Stadium vézby endogéaimsubstratov na hLon ukazalo, Ze
endogénne substraty sa viaZzu na proteolytickl darfiétlskej ATP-zavislej proteazy. Ziskali sme
kryStaly proteolytickej domény hLon, ktoré su papené na meranie difrakcie v spolupraci s
Univerzitou v Yorku.

Vysledky boli prezentované na troch medzinarodrigatferenciach

ONDROVICOVA, Gabriela - ADAMUSKOVA, Hana - KUTEJOVA, Evd.on protease — new
aspects in structure and function In Abstract bobKth International Conference of AAA Protein,
Royal Agricultural College in Cirencester, EnglarfSeptember 9-13, 2007, Oral presentation
KUTEJOVA, Eva - ONDROVEOVA, Gabriela— LU, Bin -ADAMUSKOVA, Hana- NOSEK,
Jozef — JANATA, Ji — SUZUKI, C. K. Mitochondrial ATP-dependent Lonofease in yeast and
human. In Yeast 2007, vol. 24, no S1, p. S48

ADAMUSKOVA, Hana - ONDROVCOVA, Gabriela - NOSEK, Jozef - JANATA, 3i —
SUZUKI, C. K.- KUTEJOVA, Eva Lon protease in yeast and mammalia. In The FERSnal,
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2007, vol. 274, no. S1, p.114

a publikované lanku:

Lu, B., Yadav, S., Shah, P.G., Liu, T., Tian, BukBzta, S., Villaluna, N., Kutejova, E., Newlon,
C.S., Santos, J.H., Suzuki, C.K. Roles for the Hum&TP-dependent Lon Protease in
Mitochondrial DNA MaintenanceJOURNAL OF BIOLOGICACHEMISTRY 282 (24): 17363 -
17374 JUN 15 2007

14) Charakterizacia proteinového komplexu medzi regptorom pre manéza -6 finazu (CD87)
a jeho uloha pri regulacii bunkovej migracie (Charakterization of the protein complex between
M6P/IGF2R(CD222)and (CD87), and its role in the wkgion of cell migration)

Zodpovedny rieSitd’: Vladimir Leksa

Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢&islo projektu:  2/5119/25

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 52000 Sk

Dosiahnuté vysledky:

V priebehu roku 2007, tretieho zavemého roku nasho projektu, sa nam podarilo dosialcreli,
ktory sme si vytyili na z&&iatku projektu, teda popiganolekularny mechanizmus M6PR-zavislej
regulacie bunkovej migracie. Okrem toho sme ukazai peptidy odvodené z M6PR blokuju
bunkovu migraciu nadorovych a endotelialnych buniekvitro a in vivo. Objasnili sme aj
mechanizmus, ako tieto peptidygirikuju proti migracii. K tomuto vysledku sme sa daqovali
pomocou rozlinych metdd, ako napr. imunoprecipitacie, in vit@zlvové merania, konfokalna
mikroskopia a in vitro a in vivo merania migracieniek. Tieto vysledky mézu prispi&k vyvoju
novych farmaceutickych prostriedkov proti nadorovyothoreniam. NaSe vysledky boli
prezentované na viacerych konferenciach adasipsti ich spracivame a pripravujeme nikko
manuskriptov pre publikovanie.

SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVAatarina - STOCKINGER, Hannes -
LEKSA, Vladimir. M6P/IGF2-R controls cell migratioby regulating the urokinase plasminogen
activator system and integrins. In Abstract Bookhef FEBS Workshop Invadopodia, Podosomes
and Focal Adhesions in Tissue Invasion Hotel M8eptember 8-13, 2007, Ortona, Italy, poster, s.
107

SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVAatarina- STOCKINGER, Hannes -
LEKSA, Vladimir. M6P/IGF2-R controls tumor cell migration by reguihg the urokinase
plasminogen activator system and integrins. In ®astBook of the 3rd PhD-Symposium, 21-22
June 2007, Vienna, Austria, presentation, s.47

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - GODAR, Samuel - KUTEJOVAVva -
STOCKINGER, Hannes - LEKSA, Vladimir. Biochemicalaysis of the complex associated to
CD222: Mapping of the CD222-binding sites within &D In Abstract Book of the 3rd PhD-
Symposium, 21-22 June 2007, Vienna, Austria, ppstelr59

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - CAPAN, Meskure - KUTEJOVAva -
STOCKINGER, Hannes - LEKSA, VladimiMembrane complexes associated to the plasminogen
activation system studied by blue-native electrophis. In abstract book of the Annual Meeting of
the Austrian Society of Allergology and Immunologhy?-15 December 2007, Alpbach in Tirol,
Austria, poster, s. TaA 9
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15) Vyskum mikrobialneho spold@enstva umeleckych objektov: Nové molekularno-biolagké
pristupy pre rychlu a presnu diagnostiku. (Investigation of microbial communities in art oti&
new molecular biological tools for a rapid and eddie diagnostic)

Zodpovedny rieSitd’: Domenico Pangallo
Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢&islo projektu:  2/5066/25

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 124000 Sk

Dosiahnuté vysledky:

Patas realizacie projektu ziskali sme nigko uzitainych vysledkov: Vlastnosti a interakcie

mikrobialnych spoldenstiev ositljucich umelecké a historické diela, dokumenty, akmteriéry,

v ktorych su umiestnené, budu preStudované podjéienea Standardizovanych modeloch. Nové
postupy na izolaciu DNA zo vzduchu miestnosti a leglg/ch objektov. Navrh novych parov

primerov vhodnych tak na detekciu Specifickych dmutmikroorganizmov, ako aj na geneticky
skrining a typizaciu DNA. Ziskané poznatky o DNApoen6Zu vyvoju inych metdd na rychlu

diagnostiku mikroorganizmov. Izolacia dominantnychikroorganizmov s potencialnou

degrad&nou aktivitou. Charakterizaciu biodegrédej aktivity. Skrining chemickych metéd na
reStaurovanie a konzervaciu umeleckych diel. Vysggstémov na vyhodnotenie efektivnosti
stratégii dezinfekcie reStaurovania a konzervamgahych umeleckych objektov.

Pangallo [ Simonovicova A,_Chovanova K, Ferianc Wooden art objects and the museum
environment: identification and biodegradative easeristics of isolated microflora. 2007, LETT
APPL MICROBIOL, 45:87-94. ISSN 0266-8254

Simonoviova, A., Pangallo, D.: Mikroskopické huby votahu k degradécii drevenych objektov.
Acta Envir. Univ. Comenianeae (Bratislava), 2008|.\15, 1, p. 53-57. ISSN 1335-0285

16) Identifik&cia vplyvu znetistenia prostredia na expresiu a diverziu cat génobaktérii rodu
Comamonas(ldentification of environmental polution effects cat genes expression and diversity
in Comamonas spp.)

Zodpovedny rieSitd’: Bystrik Polek

Trvanie projektu: 2005-01-01/2007-12-01
Evidenéné ¢&islo projektu:  2/5069/25

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finan¢éné zabezpéenie:  VEGA - 136000 Sk

Dosiahnuté vysledky:

Biodiverzita katG génov kédujucich katalazu-perézd u rbéznych druhov Comamonas
pravdepodobne demonstruje evollciu adaptacie uyetiebaktérii na ré6zne formy oxitlaého
stresu zn&steného prostredia. Relativna frekvencia divermigy3. mieste kodonu, ktord nemeni
poradie aminokyselinovych zvySkov je pravdepodobysiedok seleéného tlaku prostredia. V
ojedinelych pripadoch zmena na 1. kodénovej pozieiz neovplyviuje aminokyselinové poradie,
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ale vytvara dopad na kodonovy obrazec. Ukazuju st Spots” , t.j. miesta kde siu mutécie
pozorované vo vysSej frekvencii. Urobili sme skmnikatG génov z baktérii izolovanych z péd
kontaminovanych ropou, z kalu a odpadovych véd.liNa®e niekdko génovych fragmentov
kédujucich katalazu-peroxidazu u Comamonas testwsteSekvencia bola viozena do PeroxiBase
ako ID=5351 (Passardi et al., 2007). Tento gényjegeneticky vémi blizky katG génu z
Acidovorax avenae a Ralstonia picketti¢$i@ou rozSirenych u patogénnych beta-proteobaktérii
1.GODCQCIKOVA, Jana - ZAMOCKY, Marcel - BUKOVA, Maria - POLEK, Bystrik. Genome-
wide screening for catalase-peroxidase genes amdetkpression in Firmicutes and Proteobacteria.
In Book of Abstracts ,24. KongreSeskoslovenské spaieosti mikrobiologické®. Liberec(eskéa
republika, 2007, s. 146

17) Detekcia mutécii onkogénov pri rakovine GIT(Detection of oncogen in carcer of GIT)

Zodpovedny rieSitd’: Jana Ugarakova

Trvanie projektu: 2007-01-01/2009-12-01
Eviden¢né ¢islo projektu:  2/7160/27

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 72000 Sk

Dosiahnuté vysledky:

Uskutanili sme dokladnu bioinformatick a molekularno-gaoku analyzu génov Zastnenych
na Wasnych Stadiach karcinogenézy. Z naSich zisteniyvgpnasledovné: Gén K-ras, ktory je
mutovany pri viacerych sporadickych malignitach izagieho traktu, vykazuje nastejSiu
pritomnos$ bodovych mutécii v kodénoch 12, 13 a 61. Gén piRC Arotein ma viac bodovych
mutacii hlavne u pacientov s FAP (familiarna adeatdzna polyp6za). Kicovou ¢ag’ou APC
proteinu je pravdepodobne centralna ablabsahujica vdzobné miesto eatenin. Vésina
mutovanych APC proteinov nema tato centralnu viazdomeénu,co spbésobuje hromadenfe
cateninu. Tumor supresorovy gén p53 reguluje tifpek a preto sa jeho mutovana podoba
vyskytuje takmer v kazdom nadorovom tkanive. K mi#tén nafastejSie dochadza na vazobnych
miestach pre DNA, v oblasti kédovanej exdbnmi 5@&aaovanej ako evokine zachovala doména
s evoline zachovalymi regionmi. Na zaklade zistenych skdsti sme navrhli priméry a potrebné
sondy na analyzu pomocou Real-Time PCR. Z&rame pripravili potrebné vzorky tkaniv na
pociatocné optimalizané experimenty a zabezfie prisun vzoriek od pacientov s diagnézou
nadorového ochorenia GIT.

18) Studium vplyvu povrchovych aminokyselin na kryfalizovatel’nost’ bielkovin (Study of the
effects of surface amino-acid residues on protgystallizability)

Zodpovedny rieSitd’: LCubica Urbanikova

Trvanie projektu: 2005-01-01/2007-12-01
Evidenéné ¢islo projektu:  2/5120/27

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  VEGA - 134000 Sk
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Dosiahnuté vysledky:

Mutécia K166E glukoamylazy zo Saccharomycopsislifijgua KZ, navrhnut4 na zaklade analyzy
kryStalovych kontaktov v Struktire homologickej ighamylazy z kmga HUT7212, odstranila
problém dvajatenia krystalov. Z pripravenych kryStalov komplerutantu K166E s glukézou boli
zmeraneé difraéné data s rozliSenim 2.5 A. Mutacia N178A glukoanylz S. fibuligera HUT7212
zamerana na odstranenie jedného z potencialny&oghacnych miest a heterogenity spésobenej
glykozylaciou, umoznila produkciu rekombinantneglkoviny v bunkach S.cerevisiae v kvalite
potrebnej pre kryStalizaciu. Pripravené krystalyi bestované na synchrotrone a boltemé ich
mriezkové parametre. Dokazal sa tak predpokladmigacia N178A zjednoduSuje pripravu
homogénnej bielkoviny pre kryStalizaciu (bez nuthodenaturacie a néslednej renaturacie
bielkoviny) a mutacia K166E vyrazne zlepSuje kriZtavate’nog’ a kvalitu kryStalov. Vplyv
mutécii bol testovany aj na glukoamyldze Glm. Zpmavenych bielkovin boli ziskané prvé
krystaliky wt enzymu a dvoch mutantov. Podmienkyskalizacie je potrebnéalej optimalizova.
Analyza Struktar v databaze PDB zamerana na koddkontakty tvorené tryptofanom bola
rozSirena na Struktury bielkovin s rozliSenim 1102- A. Napriek tomu, Ze tryptofan je hydrofébna
aminokyselina, velthjSi re’azec 12% tryptofanov je plne dostupny pre roZad® a z nich 50%
tvori intermolekulové kontakty. Analyza potvrdilgyanam tryptofanov pri stabilizacii kryStalov
bielkovin.

URBANIKOVA, Lubica Can tryptophan enhance protein crystallizabili§8ster on the 9th
International Conference on Biology and SynchrotRadiation. - Manchester, United Kingdom,
2007. Abstract in Delegate Book, p.6

URBANIKOVA, Tubica - SE\CIK, Jozef:RNase Sa as a model for the study of protein tstreic
function, stability and crystallizability. Posten the Synchrotron Facilities for the Development of
Science and Technology in Central and Eastern EuroBrno, Czech Republic, 2007. Abstract in
the Book of abstracts, p.84

GASPERIK, Juraj - HOSTINOVA, Eva - URBANIKOVALubica The effect of site mutations on
physico-chemical properties of glucoamylases predulby variant strains of Saccharomycopsis
fibuligeraPoster on the 5th Conference - Structuré Stability of Biomacromolecules SSB 2007. -
KoSice, 2007. Abstract in the Book of abstractd, j2

Programy: SPVV

19) ZvySenie produkénej vykonnosti producentov biologicky aktivnych labk - zlepSenie
produk énej efektivnosti kmaia Penicillium chrysogenum()

Zodpovedny rieSitd’: Jan Tufia

Trvanie projektu: 2004-07-01/2008-03-31

Evidenéné ¢&islo projektu: VaV 2004 SP26/028 OA 00/028 OA 03
Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie

Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie: SR - 5000000 Sk

Dosiahnuté vysledky:

Modifikovala sa stratégia pre konStrukciu inteégreho vektora so zameranim na efektivnejSiu
transformaciu a stabilitu transformantovaktenie integracie cudzorodej DNA do hodtstieeho
organizmu, a zvySenie expresie génu pre expandéefE)( v gendme proddkého kmea
Penicillium chrysogenum. Pre pouzitie r6znych dmuldominantnej selekcie transformantov boli
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skonStruované dve samostatné expresné kazety d#aBv(bleomycinovej rezistencie) a amdS
(gén pre acetamidazu). Gén amdS umozni menej makladlekciu rekombinantov pri raste na
Specialnom zdroji uhlika a dusika — acetamide.Balrhnuté nové spbsoby flzie vybranych
regula&nych Usekov a kodujucej sekvencie cefE génu pfi@ngjSiu expresiu v Penicillium
chrysogenum. Ako 3' reguwlay Usek bude pouzity polyA signal génu cycl zo Bammmyces
cerevisiae alebo polyA signal génu trpC z Aspaugilhidulans, ktoré maju dostand aktivitu aj
pri expresii v hostittskom organizme. Upravy konstrukcie integrého vektora zahaji aj
predZenie homologickych hranic na 4, resp. 3,8 kbpzwg&enie percenta vyskytu homologickej
rekombinacie v procese integracie. Navrh flexih8eg konStrukcie homologickych Gsekov
umoziuje vystiepenie jedného z nich a pripadné pousdido modifikovaného vektora pre
intagréciu potrebnej sekvencie cez single cross-ove

Programy: APVV

20) Bakterialna programovana bunkova smt’ ako nastroj vyvoja novych ligfiv. (Bacterial
programmed cell death as a tool for developmeratefrnative drugs)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2005-01-01/2007-12-31
Eviden¢né ¢islo projektu: APVT-51-027804

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 920000 Sk

Dosiahnuté vysledky:

1. 1. Barak A.J. Wilkinson (2007) Division site recognitiom Escherichia coli and Bacillus subtilis.
FEMS Microbiol. Reviews 31: 311-326.

2. Patrik Florek, Katarina Muchova, Pamela Pé&kela and Imrich Barak (2008) Expression of
functional Bacillus SpolISAB toxin-antitoxin modglén Escherichia coli. FEMS Microbiol. Letters
278: 177-184.

21) Stadium zékladnych bunkovych dejov v modelovormikroorganizme Bacillus subtilis:
Bunkové delenie a programovana bunkova sntt. (Study of basic cell processes in model
microorganism Bacillus subtilis: Cell division apdogrammed cell death.)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2006-11-01/2010-10-31
Evidenéné ¢islo projektu:  APVV-LPP-0218-06

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 1036000 Sk

Dosiahnuté vysledky:
1. I. Barak,A.J. Wilkinson (2007) Division site recognition iEscherichia coli and Bacillus subtilis.
FEMS Microbiol. Reviews 31: 311-326.
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22) Molekularna diagnostika pévodcov klieBami prenosnych ochoreni a vyvoj DNAgipu.
(Molecular diagnostics of tick-borne pathogens aedelopment of DNA chip.)

Zodpovedny rieSitd’: Imrich Barak

Trvanie projektu: 2006-01-01/2008-12-31
Evidenéné ¢islo projektu:  APVV -51-009205

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 838000 Sk

Dosiahnuté vysledky:

23) Rezistencia na’azké kovy ako faktor virulencie patogénnych baktéii (Heavy metals
resistance as a virulence factor of phatogenic éaaj)

Zodpovedny rieSitd’: Peter Ferianc

Trvanie projektu: 2006-03-01/2009-02-28

Evidenéné ¢islo projektu:  20-054005

Ustav je nosit#om -

projektu:

Koordinator: Prirodovedecka fakulta Univerzity Komenského, Keded
molekularnej bioldgie, Bratislava

Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 173000 Sk

Dosiahnuté vysledky:

Pre stanovenie expresie virulentnych génov eaex2 patogénneho kmia Escherichia coli v
réznych stresovych podmienkach prostredia (zin@dnkium, Ztové soli, zmena pH, osmoticky
Sok, NO) boli pripravené Peae-lacZ a Pstx2-lach&ilkmene E. coli. Nasledne boli skonstruované
r6zne mutantné (yodA, rpoS, fur, soxS, oxyR, rght/E) Peae-lacZ a Pstx2-lacZ fuzne kmene E.
coli. Expresia sledovanych génov bola stanovemajocou PCR v realnodase. Expresia génov
eae a stx2 bola zavisla na kadmigp#lych soliach a NO. Zinok, zmena pH a osmoticky Sok nema
vplyv na expresiu sledovanych génov. Ich expresak\bola zavisla na regdl@om géne fur ako i
géne kodujucom kadmiovy stresovy protein YodA.

STOJNEV, T. — HARICHOVA, J. — FERIANC, P.NYSTROM, T. Function of a novel cadmium-
induced YodA protein in Escherichia coli. In Currévlicrobiology. ISSN 0343-8651, Vol. 55
(2007), p. 99-104, (IF 1.007).

HARICHOVA, Jana— STOJNEV, Tatjana — KARELOVA, Edita — CHOVANOVAatarina —
FERIANC, PeterYodA, a metal-binding protein from Escherichiaictd The FEBS Journal, vol.
274, Supplement 1 of 32nd FEBS Congress Molecukehuhes — Vienna, Austria, 7-12 July 2007,
s. 197.
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24) Bioinformaticky pristup k urceniu mechanizmov regulacie genovej expresigBioinformatic
approach to discovery of gene regulatory netwonkisacteriophages)

Zodpovedny rieSitd’: LCubos Kucar

Trvanie projektu: 2005-01-01/2007-12-31

Evidenéné ¢islo projektu:  APVT-51-025004

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie

Pocet spoluriesSitd’skych 3 - Bioinformaticky pristup k urceniu mechanizmmgulacie
institacii: genovej expresie: 3

Finanéné zabezpéenie:  APVV - 393000 Sk

Dosiahnuté vysledky:

V zavergénom roku rieSenia projektu bola ukemy design databazy phiSITE. Databaza obsahuje
takmer 500 zaznamov DNA motivov regulacie transhepakteriofagov. Ide hlavne o promaotory,
operatory a terminatory z takmer 40 bakteriofagiieto Udaje nie su v gasnosti zhromazdené v
Ziadnom inom databazovom systéme a su uvedené bbliggrafickych zdrojoch tykajucich sa
danych bakteriofagov. Databaza je zaloZzena na &tdedSQL, ktory umaije jej dalSie
modifikacie a prepojenia s inymi databadzovymi sysgi a uZivatéskymi rozhraniami.
Zhromazdené udaje boli prepojené s vizugligan apletom, ktory sluzi na graficku vizualizaciu
systému regulacie génovej expresie bakteriofagay.sistému boli zahrnuté aj povodné utility
uréené na tvrobu, konverziu a vizualizaciu matic pegpatiobnosti, ako aj nastroje na detekciu
miest zodpovednych za regulaciu génovej expresigoRti 2007 boli vysledky tohto projekte
prezentované formou prednadSky na "Workshop on Goiltive Bioinformatics 2007
(RIBIO/EMBnNet)" v Spanielskej Malage.

25) Uloha regulénu RpoE v patogenicite Salmonellayphimurium (The role of RpoE regulon in
the pathogenesis of Salmonella typhimurium)

Zodpovedny rieSitd’: Jan Kormanec

Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢islo projektu:  APVT-51-012004

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie

Potet spolurieditd’skych 3 - Uloha regulénu RpoE v patogenicite Salmonigiédnimurium: 3
institacii:
Finanéné zabezpéenie:  APVV - 838000 Sk

Dosiahnuté vysledky:

V predchadzajucom roku sme identifikovali reguléignsa faktora RpoE u Salmonella
typhimurium, préom okrem viacerych génov s definovanou funkciou wozave na
extracytoplazmaticky stres ako aj v patogeniciteyphimurium, tento reguléon obsahovallké
mnoZstvo génov s neznamou funkciou. Charakteriz@vaé preto jednotlivé gény tohto regulonu
vo vztahu k patogenicite ako aj odozve na stresové patkyigpricom u viacerych génov sme
preukazali ich délezitu ulohu v patogenicite akoregulacii odozvy na stres. Analyzovali sme
expresiu tychto génov in vivo v S. typhimurium Jeehu rastu ako aj v r6znych stresovych
podmienkach. Charakterizovali sme supresorové neutdgéne rpoE, ktoré umoznili rozpozna
mutovany RpoE-zavisly prométor rpoEp3 s kritickoutéatiou v -35 oblasti tohto prométora. Tieto
mutacie boli lokalizované v aminokyselinovom zvySkblasti 4.2, ktord priamo interaguje s
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oblag’ou -35 prométora.

Publikacie:

1, Kenyon, W. J., Nicholson, K. L., Rezuchova, Bamerova, D.Portillo, F. G., Finlay, B. B.,
Pallen, M.,_Kormanec,.JSpector, M. P.: RpoS dependent carbon-stansatiduction of pbpG
(PBP7) is required for the starvation-stress respan Salmonella enterica serovar Typhimurium.
Microbiology-SGM 153 (2007) 2148-2158.

26) Mechanizmus rozpoznévania substratov Lon protegou (Mechanism of the substrates
recognition bythe Lon protease)

Zodpovedny rieSitd’: Eva Kutejova

Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢islo projektu:  APVT-51-029604

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0

institacii:

Finanéné zabezpéenie:  APVV - 363000 Sk

Dosiahnuté vysledky:

Ukazali sme, Ze endogénne substraty sa viazu ni@gbytickl doménuludskej ATP-zavislej
protedzy hLon. Ziskali sme krystaly proteolytickigmeény hLon, ktoré su pripravené na meranie
difrakcie v spolupraci s Univerzitou v Yorku. Balrobené prvé Studie Struktiry hLon pomocou
SAXS analyzy, ktoré ukazali zasadnu zmenu v Strektéjto ATP-zavislej proteazy v pritomnosti
ATP a ADP. V spolupréci s C.K.Suzuki (USA) sme ukM§zze hLon sa prednostne viaze na
prométorova oblasludskej mitochondrialnej DNA.

Vysledky boli prezentované na 3 medzinarodnych éaarfciach a publikovanédéanku:
ONDROVICOVA, Gabriela - ADAMUSKOVA, Hana - KUTEJOVA, Eva.dn protease — new
aspects in structure and function In Abstract bobKth International Conference of AAA Protein,
Royal Agricultural College in Cirencester, EnglaBgéptember 9-13, 2007, Oral presentation 11.
KUTEJOVA, Eva - ONDROVCOVA, Gabriela — LU, Bin -ADAMUSKOVA, Hana - NOSEK,
Jozef — JANATA, Ji — SUZUKI, C. K. Mitochondrial ATP-dependent Lonofease in yeast and
human. In Yeast 2007, vol. 24, no S1, p. S48

ADAMUSKOVA, Hana - ONDROVCOVA, Gabriela - NOSEK, Jozef - JANATA, i —
SUZUKI, C. K.- KUTEJOVA, Eva. Lon protease in yeastd mammalia. In The FEBS Journal,
2007, vol. 274, no. S1, p.114:

Lu, B., Yadav, S., Shah, P.G., Liu, T., Tian, Bukszta, S., Villaluna, N., Kutejova,,BNewlon,

C. S., Santos, J. H., Suzuki, C.K. Roles for themdn ATP-dependent Lon Protease in
Mitochondrial DNA MaintenanceJOURNAL OF BIOLOGICACHEMISTRY 282 (24): 17363 -
17374 JUN 15 2007

27) RECEPTOR PRE MANOZA 6-FOSFAT AKO REGULATOR FIBR INOLYZY NA
BUNKOVOM POVRCHU (THE MANNOSE 6-PHOSPHATE RECEPTOR AS THE
REGULATOR OF FIBRINOLYSIS ON THE CELL SURFACE)

Zodpovedny rieSitd’: Vladimir Leksa

Trvanie projektu: 2005-01-01/2007-12-31
Evidenéné ¢islo projektu:  APVV-51-026204
Ustav je nosit#om ano

projektu:
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Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 0
institacii:

Finanéné zabezpéenie:  APVV - 380000 Sk

Dosiahnuté vysledky:

V priebehu roku 2007, tretieho zavémého roku nasho projektu, sa nam podarilo dosialeral,
ktory sme si vytyili na zaiatku projektu, teda popigamolekularny mechanizmus M6PR-zavislej
regulécie fibrinolyzy. Ukazali sme, Ze M6PR je zodedny za negativnu regulaciu fibrinolyzy na
povrchu buniek prostrednictvom priamej interakcieeseptorom pre urokindzu (UPAR) a jeho
Stiepenim. Proteolyticky naStiepeny UPAR viac mesghopny viazaurokindzu,o sa prejavuje
znizenim kapacity buniek aktivav@lasminogén. K tomuto vysledku sme sa dopracgaiiocou
rozlicnych metdd, ako napr. imunoprecipitacie, in vitézlbové merania, konfokalna mikroskopia a
funkéné merania proteolyzy na Zivych bunkach. Vyvinatiesaj metdédu na analyzu proteinovych
komplexov zodpovednych za tato regulaciu, konkrésme spojili dvoj-rozmernd nativnu
elektroforézu so zymografiou a ukazali sme ako sairtruktura tychto komplexov v zavislosti od
M6PR. Okrem toho sa nam podarilo identifikdwaovy ligand pre M6PR, serinovl proteaza,
poctiarkuje vyznam tohto receptoru pri regulécii prdfeg. Tieto vysledky boli prezentované na
viacerych konferenciach a v&snosti ich spracivame a pripravujeme nikkananuskriptov pre
publikovanie.

SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVAatarina- STOCKINGER, Hannes -
LEKSA, Vladimir. M6P/IGF2-R controls cell migration by regulatititge urokinase plasminogen
activator system and integrins. In Abstract Bookhef FEBS Workshop Invadopodia, Podosomes
and Focal Adhesions in Tissue Invasion Hotel M8eptember 8-13, 2007, Ortona, Italy, poster, s.
107

SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVAatarina- STOCKINGER, Hannes -
LEKSA, Vladimir. M6P/IGF2-R controls tumor cell migration by regtihg the urokinase
plasminogen activator system and integrins. In wlestBook of the 3rd PhD-Symposium, 21-22
June 2007, Vienna, Austria, presentation, s.47

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - GODAR, Samuel - KUTEJOVAy& -
STOCKINGER, Hannes - LEKSA, VladimiBiochemical analysis of the complex associated to
CD222: Mapping of the CD222-binding sites within In Abstract Book of the 3rd PhD-
Symposium, 21-22 June 2007, Vienna, Austria, ppstetr59

SLEZAKOVA, Katarina - SCHILLER, Herbert B. - CAPAN, Meskure - KUTEJOVYAVva -
STOCKINGER, Hannes - LEKSA, VladimiMembrane complexes associated to the plasminogen
activation system studied by blue-native electropbig. In abstract book of the Annual Meeting of
the Austrian Society of Allergology and Immunologh?2-15 December 2007, Alpbach in Tirol,
Austria, poster, s. TaA 9

28) Nové prirodné bakterialne kmene obsahujuce génkatabolickych a detoxikatnych drah
(cat, yodA, czc, ncc) perspektivne pre biotechnolag remediacie. (A new natural bacterial
strains containing genes of catabolic and detoxarapathways (cat, yodA, czc, ncc) perspective
for remediation biotechnology.)

Zodpovedny rieSitd’: Bystrik Polek

Trvanie projektu: 2005-01-01/2007-12-31
Eviden¢né ¢islo projektu: APVT-51-024804

Ustav je nosit#®om ano

projektu:

Koordinator: Ustav molekularnej biolégie
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Pocet spoluriesSitd’skych 0
institacii:
Finanéné zabezpéenie:  APVV - 1203000 Sk

Dosiahnuté vysledky:

Izolaty A.niger selektované z prostredi kontamingudn As vykazovali v porovnani s kontrolnym
prostredim (bez zrestenia) zmeny v raste, morfologii mycélia i v ododti vai exogénnemu
stresu. Tie neslviseli len s mierou &istenia ale i s abiotickymi faktormi prostrediavdiné
prejavy baktérii vyrazne ovplyvnilo najmd pH presiia. Vysokd hladina kovov v prostredi
zaprtinila abnormality v morfologickych rysoch hub. Zadeného dévodu sme na potvrdenie
identifikacie druhu A.niger vyuzili PCR metddy. $igdky poukazuju na zloZité tahy medzi
biotickymi a abiotickymi vplyvmi, ktoré ovplywuju procesy priamo v in situ prostredi.  Medzi
kultivovatd’nou a nekultivovatmou zlozkou bakteridlneho spoenstva z pody zrestenej
tazkymi kovmi (2109 mg.kg-1 niklu, 355 mg.kg-1 kdioall77 mg.kg-1 zinku a menej ako 0.25
mg.kg-1 kadmia) sme nezistili vyznamné rozdielyiwedzite, v&Sie rozdiely vSak boli pozorované
v ich Struktire. SkonsStruovali sme lacZ-fuzny kKm@yodA-lacZ) E. coli odpovedajuci na
pritomnos kadmia. Perspektivne bude vyuzity pri detegovaftomnosti tohtotazkého kovu v
prostredi.

BUCKOVA, M.- GODOCIKOVA, J. - POLEK, B. Responses in the mycelial growth of
Aspergillus niger isolates to arsenic contaminatadironments and their resistance to exogenic
metal stress. In Journal of Basic Microbiology. VI (2007),p.295-300.

STOJNEV, T. — HARICHOVA, J. — FERIANC, P.NYSTROM, T. Function of a novel cadmium-
induced YodA protein in Escherichia coli. In Currdficrobiology. Vol. 55 (2007), p. 99-104.
HARICHOVA, J. — STOJNEV, T. — KARELOVA, E. - CHOVABVA, K. — FERIANC, P YodA,

a metal-binding protein from Escherichia coli. TheTFEBS Journal, vol. 274, Supplement 1 of
32nd FEBS Congress Molecular Machines — Viennatriys-12 July 2007, s. 197.

KARELOVA, E. — HARICHOVA, J. — CHOVANOVA, K. — FERINC, P.Bacterial community
determination and variability of heavy metal remiste determinants in cultivable and non-
cultivable portions of heavy-metal-contaminated.dai Abstrakty, r@nik XXXXVIII, ako priloha
Bulletinu Ceskoslovenské spaieosti mikrobiologické, vol. 48 z 24. Kongreseskoslovenské
spolenosti mikrobiologické — Libere€eska republika, 2.-5.10.2007, s. 211.

29) Vzttah medzi Struktirou a funkciou domén ryanodinovéhoreceptora, zodpovednycg za
CPVT arytmie (Structure-function relationships of the ryanodirezeptor domains involved in
CPVT arrhythmias.)

Zodpovedny rieSitd’: Jozef Sewik

Trvanie projektu: 2007-02-01/2009-12-31
Evidenéné ¢islo projektu:  APVV-0139-06

Ustav je nosit#om ano

projektu:

Koordinator: Ustav molekularnej bioldgie
Pocet spoluriesSitd’skych 1

institacii:

Finanéné zabezpéenie:  APVV - 2087682 Sk

Dosiahnuté vysledky:

Ludsky ryanodinovy receptor 2 (RyR2) je¢agdiou ibnovych kanalov vnatrobunkovych membran,
ktoré sprostredkuju uvd@ovanie vapnika z buniek. RyR2 je homotetramér, grdnh kazda
podjednotka obsahuje ~5000 aminokyselin. Bioinfditkau analyzou a’al§im spresnenim pta
predpovedi elementov sekundarnej Struktiry a p@woin so znamymi Struktrami IP3R
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receptorov sme v podjednotke identifikovali 14 dom@®onorom sekvencii kddujucich tieto
domény bola cDNA obsahujuca genetickl informaaie [d-terminalne aminokyseliny 1 - 759,
subklonovana do pGBKT7 vektora, oZeaad ako BT4. Urobili sa 4 expresné vektory na baze
PET50b v ktorych sa testovala expresia fragmen8&+%277, 230 — 606, 1 - 606, 409 — 606 vo fuzii
s Nus proteinom. Okrem toho sa pripravil expreseitar na baze pET28, v ktorom sa testovala
expresia fragmentu RyR2 (1-606) priamo zo svojlotévacieho kodonu vo fazii s His-Tagovou
kotvou na C-konci fragmentu. SpraviogSetkych klonov bola overend DNA sekvenovanim.
Uvedené konStrukty boli exprimované v E. coli BL@IE3). Optimalna expresia fragmentov 1-606
a 409-606 bola dosiahnuta v priebehu 4 hodin ptotéch 15 az 20°C s koncentraciou IPTG 0.5 aZz
0.2 mM. Systémy obsahujuce fragmenty 230-577 a—2806 vykazovali nizky expresny potencial
a boli vyradené. Hlavnym purifikaym krokom bola afinitha chromatografia na Ni-rosi
(konsStrukt pET28a_1-606) alebo Co-nivgkonstrukt pEt50b_409-606) a gélova chromatogrdil
obidvoch konstruktov sme ziskali pigtené monomérne bielkoviny, ktoré napriek pritostno
fuzneho partnera pomerne rychle agreguju. Pridadmkych detergentov, glycerolu a inych latok
pre zvySenie rozpustnosti mal Ieérastainy €inok. V nasledujicom obdobi sa zameriame na
zlepSenie rozpustnosti bielkovin po afinitnej pétii (napr. ziskanim podmienok pre denaturaciu
a naslednu renaturaciu bielkovin), ako aj ich esipreo periplazmatického priestoru.

30) Bunkovy objem a sekrécia inzuliny)

Zodpovedny riesitd’: Jozef Timko za UMB SAV

Trvanie projektu: 2007-02-01/2009-12-31

Eviden¢né ¢&islo projektu:  APVV-0235-06

Ustav je nosit#®om nie

projektu:

Koordinator: Ustav experimentalnej endokrinologie
Pocet spoluriesSitd’skych 3

institacii:

Finanéné zabezpéenie:  APVV - 440 000 Sk

Dosiahnuté vysledky:
Boli porovnavané expresie viacerych nadorovychi lmipre d’alSie experimenty boli vybraté
nadorové linie INS -1 a INS — 1E. Pre experimdtly vybrané tri priméry a to:

bactinex F AGCCATGTACGTAGCCATCC
bactinex R GCTGTGGTGGTGAAGCTGTA
bactinin F GAGCTGAGTCTCCCTTGGAA

Dalej bol vybrany vhodny microarray pre model potkan ktorého pochadzali izolované vybrané
linie buniek. Vybraty bol systém firmy Agilent prgcovanie expresného profilu na potkanich
vzorkach Rat Oligo Microarray Kit G4130A, ktory @bsije sekvencie Rattus norvegicus ziskané z
pristupnych dat bioinformatickych databaz. Wcasnosti sme v Stadiu uskdatmvania prvych
microarray experimentov, ktoré gskoro mali ukazamozné rozdiely v expresii nadorovych linii
INS-1 a INS-1E, a tym poskytli zachytny bod gi@Sie smerovanie projektu.
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Priloha & 3

Vedecky vystup - bibliografické udaje vystupov

Zahrani¢&né monografie
Nemame

Kapitoly v zahraniénych monografiach

1. Machovic, M, Janecek, SAmylolytic enzymes: types, structures and speitiis, pp. 3-18
in Industrial Enzymes: Structure, Function and Apgiimas, ed. by J. Polaina, A. P.
MacCabe. Springer, Dordrecht 2007 (ISBN 978-1-46206-4)

Doméace monografie
Kapitoly v domacich monografiach

1. Godany, A: Geneticky modifikované mikroorganizmy, pp. 12916 Biologicka
bezpeénog’, ed. by D. Toth. VES-SPU, Nitra 2007 (ISBN 978-&169-8461)

2. Mikula, I., Mlynarcik, D., Godany, A.Tkacikova, L.: Mikroorganizmy a rezistencia na
antibiotika, pp. 75-106 iKlinicka a veterinarna farmakoldgjaed. by J. Snirc, J. Sokol, J.
Seginko, A. Hera. Neografia, Martin 2007 (ISBN B®-88892-75-

ADCA Vedecké prace v zahrantnych karentovanychéasopisoch impaktovanych

ADCAO1 BARAK, Imrich., WILKINSON, A.J. Division site recognition in Esehchia coli
and Bacillus subtilis. In Fems Microbiol. Re2007, vol.31: pp. 311-326. (8.691 -
IF2006)

ADCA02 BUCKOVA, Méria - GODOCIKOVA, Jana - POLEK Bystrik. Responses in the
mycelial growth of Aspergillus niger isolates t@amic contaminated environments
and their resistance to exogenic metal stressoumal of Basic Microbiology :
international journal. ISSN 0233-111X (Print), 200@l. 47, no. 4, pp. 295-300..
(1.000 - IF2006).

ADCAOQ3 BRNAKOVA Zuzana, - GODANYAndrej,- TIMKO JozefAn
exodeoxyribonuclease from Streptomyces coelic@®pression, purification and
biochemical characterization. In BIOCHIMICA ET BIGBIFSICA ACTA-
GENERAL SUBJECTS. ISSN 2007, vol.770, no.4, p. 630-(1.000 - IF2006).

ADCA04 DRAHOVSKA, H., MIKASOVA, E., SZEMES, T., FIEK, A., SASIK, M.,
MAJTAN, V., TURNA, J.Variability in occurrence of multiple prophage gerin
Salmonella Typhimurium strains isolated in SlovapRblic. INFEMS Microbiol.
Lett. 2007, vol.270, no2, pp. 237-244. (2.068 - IF2006)

ADCAO5  FARKASOVSKA, Jarmila - RUCAR, ’'ubo$ - VICEK, C. - KOKAVEC, J. -
GODANY, Andrej Complete Genome Sequence and Analysis of thetBirgces
aureofaciens Phage p1/6. In Folia Microbiologi&&N 0015-5632 (Print), 2007,
vol. 52, no. 4, pp. 347-358. (0.918 - IF2006).

ADCAO06 HOMEROVA, Dagmar SURDOVA, K. - MIKUSOVA, K. - KORMANEC, Jan
Identification of promoters recognized by RNA pobrase containing
Mycobacterium tuberculosis stress-response sigotarfaigmaF . In Archives of
Microbiology : international journal. ISSN 0302-8@®rint), 1432-072X
(Electronic), 2007, vol. 187, no. 3, pp.185-192.185 - IF2006).
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ADCA07  JANECEK, Stefan- SVENSSON, B. - MACGREGOR, E.A. A remote but
significant sequence homology between glycosidedigde clan GH-H and family
GH31. In FEBS Letters. ISSN 0014-5793, 2007, v8L,510. 7, pp. 1261-1268.
(3.372 - IF2006).

ADCAOQS8 JIANG, Z. - LI, B. - JURSKY, FrantiS§ekSHEN, W. Differential distribution of
glycine transporters in Muller cells and neuronanmphibian retinas. In Visual
Neuroscience : international journal. ISSN 0952&@rint), 1469-8714
(Electronic), 2007, vol. 24, no. 2, pp.157-16856k - IF2006).

ADCA09  KENYON, W. J. - NICHOLSON, K. L. - REZUCHOVABronislava-
HOMEROVA, Dagmar PORTILLO, F. G. - FINLAY, B. B. - PALLEN, M. -
KORMANEC, Jan SPECTOR, M. SigS dependent carbon-starvationetion of
pbpG (PBP7) is required for the starvation-stresponse in Salmonella enterica
serovar Typhimurium. In Microbiology : internatidnaurnal. ISSN 1350-0872
(Print), 1465-2080 (Electronic), 2007, vol. 153, dppp. 2148-2158. (3.173 —
IF2006).

ADCA10  KNIRSCHOVA, R. - NOVAKOVA, Renata - FECKOVA;ubomira - TIMKO,
Jozef - TURVA, Jan - BISTAKOVA, J. - KORMANEC, JaMultiple regulatory
genes in the salinomycin biosynthetic gene clust&treptomyces albus CCM 47
In Folia Microbiologica. ISSN 0015-5632 (Print),®Q vol. 52, no. 4, pp. 359-365.
(0.918 - IF2006).

ADCA11 LU, B. - YADAV, S. - SHAH, P. G. - LIU, T. TIAN, B. - PUKSZTA, S. -
VILLALUNA, N. - KUTEJOVA, Eva - NEWLON, C. S. - SANTOS, J. H. -
SUZUK]I, C. K. Role for the Human ATP-dependent lRmotease in Mitochondrial
DNA Maintenance. In The Journal of Biological Chetry : international journal.
ISSN 0021-9258 (Print), 1083-351X (Electronic), 20@ol. 282, no. 24, pp.17363-
17374. (5.854 - IF2006).

ADCA12 Majtan, J., Bilikova, K.Markovic, O, Grof, J., Kogan, G., Simuth, J.

Isolation and characterization of chitin from buetide (Bombus terrestris). lint. J.
Biol. Macromol.2007, vol.40, pp.237-241. (1.323- IF2006).

ADCA13  MAJTAN, Tomas - HALGASOVA, Nora - BUKOVSKAGabriela - TIMKO, Jozef
Transcriptional profiling of bacteriophage BFK20o&xpression interrogated by
"guilt-by-association” algorithm . In Virology. 1$60042-6822, 2007, vol. 359, no.
1, pp55-65. (3.525 - IF2006).

ADCA14 MAJTAN, Tomas MAJTANOVA, L. - TIMKO, Jozef- MAJTAN, V.
Oligonucleotide microarray for molecular characation and genotyping of
Salmonella spp. strains. In The Journal of Antimixcal Chemotherapy :
international journal, Title Abbreviation: J Antionob Chemother. ISSN 0305-7453
(Print), 1460-2091 (Electronic), 2007, vol. 60, Bopp. 937-946. (3.886 - IF2006).

ADCA15 MEIER, S. - GOERKE, C. - WOLZ, C. - SEIDL,, KHOMEROVA, Dagmar
SCHULTHESS, B. - KORMANEC, J&hBERGER-BACHI, B. - BISCHOFF, M.
SigB and SigB-dependent arlRS and yabJ-spoVG féettacapsule formation in
Staphylococcus aureus. In Infection and ImmunBsN 0019-9567, 2007, vol. 75,
no. 9, pp. 4562-4571. (IF 4.004 - IF2006).

ADCAL16 Natarajan, S., Stuchlik, S., Kukuckova, Menczesova, V., Vavrova, S., Bargarova,
Z., Palffy, R., Celec, P., Macor, M., Turna, J&oemparative study of two forms of
aro A CP4 gene in Escherichia coli.Biologia 2007, vol.62, no3, pp. 265-269.
(0.213 - IF2006).

ADCA17 PANGALLO, Domenico SIMONOVICOVA, A. - CHOVANOVA, Katarina
FERIANC, PeterWooden art objects and the museum environmestiiication
and biodegradative characteristics of isolated ofliora . In Letters in applied
microbiology : international journal. ISSN 0266-828rint), 1472-765X
(Electronic), 2007, vol. 45, no. 1, pp. 87-94.440 - IF2006).
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ADCA18

ADCA19

ADCAZ20

ADCAZ21

ADCA22

ADCAZ23

ADCA24

ADCA25

ADCAZ26

PASSARDI, F. - THEILER, G. - ZAMOCKY, MarcelCOSIO, C. - ROUHIER, N.
- TEIXERA, F. - MARGIS-PINHEIRO, M. - IOANNIDIS, V: PENEL, C. -
FALQUET, L. - DUNAND, C. PeroxiBase: The peroxidatstabase. In
Phytochemistry : international journal. ISSN 003129 (Print), 2007, vol. 68, no.
12, pp. 1605-1611. (2.780 - IF2006).

PASSARDI, F. - ZAMOCKY, Marcel FAVET, J. - JAKOPITSCH, C.PENEL, C
- OBINGER, C. - DUNAND, C. Phylogenetic distributi@f catalase-peroxidases:
Are there patches of order in chaos?. In Gene. I8%M8-1119, 2007, vol. 397, no.
1-2, pp. 101-113. (2.721 — IF2006).

SIRAJUDDIN, M. - FARKASOVSKY, Marian HAUER, F. - KUHLMANN, D. -
MACARA, I. G. - WEYAND, M. - STARK, H. - WITTINGHOFER, A. Structural
insight into filament formation by mammalian septiin Nature : international
weekly journal of science. ISSN 0028-0836, 2007, 449, no. 7160, pp. 311-315..
(26.681 — IF2006).

STOJNEV, T. - HARICHOVA, Janka - FERIANC, tee- NYSTROM, T. Function
of a novel cadmium-induced YodA protein in Esch@accoli. In Current
Microbiology. ISSN 0343-8651 (Print), 2007, vol.,5®. 2, pp. 99-104. (1.007 —
IF2006).

TANG, J. - KRATIKOVA, Daniela- ZHU, R. - EBNER, A. - CUTTING, S. -
GRUBER, H. J. - BARAK, Imrich HINTERDORFER, P. Atomic Force
Microscopy Imaging and Molecular Recognition Fo&geectroscopy of Coat
Proteins on the Surface of Bacillus subtilis Sporelournal of Molecular
Recognition : IMR : international journal, Title Bdeviation: J Mol Recognit. ISS
0952-3499 (Print), 2007, vol. 20, no. 6, pp. 483-483.712 - IF2006).

TOTHOVA Timea, - GODANY AndrejJJAVORSKY Peter, PRISTAS Peter.
Production of Sacl and Sacll isoschizomers bystoéptomycetes. In BIOLOGIA.
ISSN 2007, vol.62, no.4, p381-385 (0.213 - IF2006)

VAN DER KAAIJ, R. M. - JANE'EK, Stefan VAN DER MAAREL, M, J. -
DIJKHUIZEN, L. Phylogenetic and biochemical chagi#ation of a novel cluster
of intracellular fungal alpha-amylase enzymes. lsrivbiology : international
journal. ISSN 135-0872 (Print), 1465-2080 (Electronic), 2007, vd@31no. 12, pp.
4003-4015. (3.173 - IF2006).

SEVCIK, J, SKRABANA,R., DVORSKY, R., CSOKOVA, N., IQBALE, K
NOVAK, M. X-ray structure of the PHF core C-terms Insight into the folding of
the intrinsically disordered protein tau in Alzheirts disease. In FEBS Letters,
2007, Vol. 581, no 30, p. 5872-5878. (3,372 — IF®00

XING, GuanXing — HLINKOVA, Vladena LING, Hong. Purification,
Crystallizayion and Preliminary Diffraction sudiesthe Sulfolobus solfataricus
PCNA in Different oligomeric forms. CRYSTAL GROWT& DESIGN .

ISSN: 1528-7483, vol. 7, no. 11, 2007, p. 2202-2€N339 — IF2006)

Vedecké prace v ostatnyclktasopisoch

01

02

MAJTANOVA, L. - MAJTAN, Tomas MAJTAN, V. Molecular characterization
class 1 integrons in clinical strains of Salmonglfzhimurium isolated in Slovakia.
In Polish journal of microbiology. ISSN 1733-133rifit), 2007, vol. 56, no. 1, pp.
19-23..

Simonowiova, A., Pangallo, D Mikroskopické huby vo wahu k degradécii
drevenych objektovActa Envir. Univ. Comenianeae (Bratis&y2007, Vol. 15, 1,
p. 53-57. ISSN 1335-0285
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Vedecké prace v recenzovanych zbornikoch

1.

Kraj¢ikova D.,Le H. Duc, Muchova K Luk&ova M., Millerova D, Cutting S. and Barak
1. (2007) Bacillus subtilis Spore coat proteins agahgtructures for nano-biotechnology
research. Acta Metallurgica Slovaca 2: 50-54.

Vedecké prace v nerecenzovanych zbornikoch

1.

Adamuskova, H.Ondrovicova, G.Nosek, J., Janata, J., Suzuki, C.K., Kutejoval &n
protease in yeast and mammalia. In Abstract bod2otl FEBS Congress Molecular
Machines Vienna, Austria, 2007, The FEBS Journal, Vol. 23dpplement 1), pp. 114.
(ISSN 1742-4658)

Barék |, Barbaro M., BlaSko¥iD., Mullerova D.,Campo A., and Raffo L. (2007) DNA
biochips for microbial pathogen detection. NANOVEDO7 — 4th International Conference
on Nanosciences and Nanotechnologies. Bratislaga. NL.-14. 2007, L25 (invited
speaker)

Barak |., D. Blaskovic, Mullerova [Detection of tick-borne pathogens by DNA chip.
Kempinski hotel, Zanzibar, 23.-30. September 2d@nzania, (lecture

. Bertaova, G., Kuchta, T., Valik, L., Pangallo; DNA-typiz4cia kméov baktérii

mliecneho kysnutia z bryndze. In Abstract bookvbkrobioldgia potravin Trest, Czech
Republic, 2007.

Bertaova, G., Kuchta, T., Valik, L., Pangallo; IZOLACIA A PCR-TYPIZACIA
KMENOV BAKTERIi MLIE CNEHO KYSNUTIA Z BRYNDZE. In Abstract book of
Celostatna priehladka syrov a odborny seminar Miiaksyry, Prague, Czech Republic,
2007.

Florek, P, P. Pav&ikov4, K. Muchova, D. Krajkov4, |. Barak SpolISA-SpollSB
programmed cell death system in Bacilli. AbstrambhoP96 4th Conference on Functional
Genomics of Gram-positive Microorganisms, Greerk Rasort, Tirrenia, Pisa, Italy, 24.06
— 28.06.2007 (poster)

Gasperik, J.Hostinova, E.Urbanikova, L. The effect of site mutations on physico-
chemical properties of glucoamylases produced bpnbstrains of Saccharomycopsis
fibuligera. In Abstract book dith Conference - Structure and Stability of
Biomacromolecules SSB 2007 and satellite confer®tomiern Trends in
Biomacromolecular ResearcKosice, Slovakia, 2007, Structure and Stability o
Biomacromolecules SSB 2007, pp. 119-120. (ISBN 838:097-693-7)

Godany, A, Horvathova, V., Janecek,: &Expression of thermostabkeamylase gene from
Thermococcus hydrothermalis in Escherichia catli Abstract book o he First
International Scientific Conference on the occasap0-th anniversary of the University of
SS Cyril and Methodius: "Applied Natural Sciencegs$tnava, Slovakia, 2007.

Godany, A, Klucar, L, Farkasovska, JThe Genome Analysis of Actinophagd/6. In
Abstract book off he First International Scientific Conference oe thccasion of 10-th
anniversary of the University of SS Cyril and Melins: "Applied Natural Sciences"
Trnava, Slovakia, 2007.

10. Godocikova, J.Buckova, M, Zamocky, M, Polek, B: The role of catalases from the soil

Comamonas terrigena in the response to oxidatressstin Abstract book &rd Cell Stress
Society International Congress on Stress Respondgislogy and Medicine and 2nd World
Conference of SresBudapest, Hungary, 2007, Book of Abstracts STRES®, pp. 140.
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11.Godocikova, J.Zamocky, M, Buckova, M, Polek, B: Genome-wide screening for
catalase-peroxidase genes and their expressiamiicktes and Proteobacteria. In Abstract
book of24. Kongreeskoslovenské spetesti mikrobiologickéLiberec, Czech Republic,
2007, Abstrakty, rénik XXXXVIII, pp. 146. (ISSN 0009-0646)

12.Harichova, J.Stojnev, T, Karelova, E.Chovanova, K.Ferianc, P.YodA, a metal-binding
protein from Escherichia coli. In Abstract book3#nd FEBS Congress Molecular
Machines Vienna, Austria, 2007, The FEBS Journal, Vol. 23dpplement 1), pp. 197.
(ISSN 1742-4658)

13.Hlinkova, V., Bauer, J.C., Xing, G.X., Ling, H.: Terciarna &ttiira PCNA123
heterotriméru a jeho Uloha v replikacii DNA. In Atact book of4. Drobnicov Memoridl
Kocovce, Slovakia, 2007, pp. 54-55.

14.Hlinkova, V. Bauer, J.C., Xing, G.X., Rajashankar, K.R., LiKig, Tertiary structure of
PCNA123 heterotrimer and PCNA12 dimer from S. gatiaus. In Abstract book ef-th
Oulu Summer School in Bioprocess Engineerdglu, Finland, 2007, pp. 54.

15.Hlinkova, E., Bobak, M., Hlinkova, VRaffay, J.: Pathogenes as a source of possille ne
resistance genes. In Abstract boold 8th EUCARPIA Genetis Resources Megting
Piegany, Slovakia, 2007, pp. 153.

16.Karelova, E, Harichova, J.Chovanova, K.Ferianc, P.Bacterial community determination
and variability of heavy metal resistance determigan cultivable and non-cultivable
portions of heavy-metal-contaminated soil. In Alstibook o24. Kongre<eskoslovenské
spole’nosti mikrobiologickgLiberec, Czech Republic, 2007, Abstraktyémié XXXXVIII,
pp. 211. (ISSN 0009-0646)

17.Karelova, E. Pangallo, D.Ferianc, B.Harichova, J.Chovanova, K.Evaluation of
different PCR-based approaches for the identificasind typing of environmental
enterococci. In Abstract book 82nd FEBS Congress Molecular Machinggenna,
Austria, 2007, The FEBS Journal, Vol. 274 (Suppletig, pp. 304. (ISSN 1742-4658)

18.Koci, Juraj - Derdakova, Marketa - Taragelova, Vka - Seleyemova, Diana - Blaskoyvic
Dusan - Mullerova, Denisa - Barak, Imrichencakova, Daniela - Majlathova, Viktoria -
Labuda, Milan. Tick seasonal dynamics and rodemping in Slovakia and DNA-chip
development for detection of tick -borne pathogém#bstrakct Book of 4th Congress of
the European Society for Emerging Infections. bhbis, Portugal, 2007, s.67.

19.Kormanec, J.Novakova, R.Bistakova, J.Feckova, L.. Complex regulation of gene cluster
for polyketide antibiotic auricin in Streptomycagr@faciens CCM3239. In Abstract book
of 14th International Symposium on the Biology of AatycetesNewCastle, England,
2007, 14th International Symposium on the Biologyctinomycetes. NewCastle, U.K.
2007, Abstract book, pp. 157.

20.Kutejova, Eva - Ondrovbva, Gabriela- LU, Bin -Adamuskova, Hana - NOSEK, Jozef —
JANATA, Jiti — SUZUKI, C. K. Mitochondrial ATP-dependent Lorogease in yeast and
human. In Yeast ISSN 0749503X, 2007, vol. 24, noif5548

21.Lancuch, P., Simonovicova, A., Pangallo; Rozklad celulozy v horskych ekosystémoch.
In Abstract book oZivot v péde VIII Brno, Czech Republic, 2007.

22.Mudra, M, Janda, L., Gasperik, Urbanikova, L. Sevcik, J.A thermotholerant alpha-1,4-
glucosidase from Thermomonospora curvata. In Abstraok of4-th Oulu Summer School
in Bioprocess Engineeringulu, Finland, 2007, pp. 57.
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23.Muchové, K., N. Pavlendov&, Vavrova, I. BarakExploringB. subtiliscell diviion:
Genetic and biochemical studies of proteins inv\A&bstract book T38 4th Conference on
Functional Genomics of Gram-positive Microorganis@seen Park Resort, Tirrenia, Pisa,
Italy, 24.06 — 28.06.2007 (lecture)

24.0ndrovicova, Gabriela - Adamuskova, Hana - Kutejova, .Hvan protease — new aspects in
structure and function In Abstract book of 7th tnegional Conference of AAA Protein,
Royal Agricultural College in Cirencester, EnglaBgéptember 9-13, 2007, Oral
presentationl1l.

25.Pavlendova, N., K. Muchové&, Vavrova, I. BardkProteins involved in control of cell
division and chromosome segregatiomBarillus subtilis Bacell — EuroScope conference,
Groningen, The Netherlands, 22.03 — 25.03.2007 (fletture)

26.Polek, B, Buckova, M, Godocikova, J.The mycelial growth of Aspergillus niger isolates
as a responses to arsenic environment. In Absicait 0f32nd FEBS Congress Molecular
Machines Vienna, Austria, 2007, The FEBS Journal, Vol. 23dpplement 1), pp. 303.
(ISSN 1742-4658)

27.Polek, B, Godocikova, J.Buckova, M: The response of microbial isolates to oxidative
stress of polluted environment. In Abstract bookndérnational Conference on Applied
Natural Scienceslrnava, Slovakia, 2007, Book of abstracts "Appldatural Sciences”,
pp. 40.

28.Sevcik, J. Skrabana, R., Novak, M.: An attempt to solvedtracture of intrinsically
disordered protein Tau in Alzheimer's disease PbtE.dn Abstract book dbtructural
Biology of Disease Mechanisiurnau, Germany, 2007, pp. 55.

29.Simonovicova, A., Pangallo, PChovanova, K.Biodeteriorizacia drevenych objektov
mikroskopickymi hubami. In Abstract book 5f mezinarodni konference
Drevoznehodnocujuce hulirno, Czech Republic, 2007.

30. Simuth, J. Bilikova, K.: Apiterapia vo svetle poznatkov zo sekvenovani@ogeu \ely. In
Abstract book oXI. FYTO-Apiterapeutické dnKosSice, Slovakia, 2007, Zbornik suhrnov
prednasok, pp. 1.

31.SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVKatarina- STOCKINGER,
Hannes - LEKSA, VladimirM6P/IGF2-R controls cell migration by regulatitinge
urokinase plasminogen activator system and integhmAbstract Book of the FEBS
Workshop Invadopodia, Podosomes and Focal Adhesiohissue Invasion Hotel Mara,
September 8-13, 2007, Ortona, Italy, poster, s. 107

32.SCHILLER, Herbert B. - CAPAN, Meskure - SLEZAKOVKatarina- STOCKINGER,
Hannes - LEKSA, VladimirM6P/IGF2-R controls tumor cell migration by regtihg the
urokinase plasminogen activator system and integhnAbstract Book of the SPhD-
Symposium, 21-22 June 2007, Vienna, Austria, prtasen, s.47

33.Skrabana, R., Sevcik, Bkrabanova, M., Novak, M.: Structural consequsratdramework
region somatic hypermutations on the recognitioAlaheimer's disease paired helical
filament core by monoclonal antibody MN423. In Alast book ofStructural Biology of
Disease MechanisnMurnau, Germany, 2007, pp. 56.

34.SLEZAKOVA, Katarina- SCHILLER, Herbert B. - CAPAN, Meskure - KUTEJOVEva
- STOCKINGER, Hannes - LEKSA, VladimiMembrane complexes associated to the
plasminogen activation system studied by blue-eatiectrophoresis. In abstract book of
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the Annual Meeting of the Austrian Society of Adefogy and Immunology, 12-15
December 2007, Alpbach in Tirol, Austria, postefTaA_9

35.Urbanikova, L: Can tryptophan enhance protein crystallizabflityn Abstract book ddth
International Conference on Biology and SynchrotRadiation Manchester, United
Kingdom, 2007, pp. 6.

36.Urbanikova, L, Sevcik, J.RNase Sa as a model for the study of proteircitre, function,
stability and crystallizability. In Abstract book 8ynchrotron Facilities for the
Development of Science and Technology in the CesmichEastern EuropeBrno, Czech
Republic, 2007. (ISSN 1211 -5894)

37.Vidova, B., Godany, A.Determination of Variability in Streptococcus &gdiae Surface
Proteins. . In Abstract book dhe First International Scientific Conference oe titcasion
of 10-th anniversary of the University of SS Cgntl Methodius: "Applied Natural
Sciences', Trnava, Slovakia, 2007.

38.Vidova, B., Godany, A.Biologicka variabilita povrchovych proteinov Sitecocus
agalactiae.. In Abstract book Dfobnicov memorial, 4.r¢nik, Kocovce, Slovakia, 2007,
Zbornik prispevkov., pp. 76-77. (ISBN 978-80-969353)

Prednasky a vyvesky na konferenciach s viac ako 30 #ahraniénou U¢ast’ou

1. Adamuskova, H.Ondrovicova, G.Nosek, J., Janata, J., Suzuki, C.K., Kutejoval &n
protease in yeast and mammaliand FEBS Congress Molecular Machin€gnna,
Austria, 7-12 Jul 2007. (poster)

2. Barak, I, Muchova, K, Pavlendova, NVavrova, L: Exploring B. subtilis cell
division:Genetic and biochemical studies of pratemvolved.4th Conference on
Functional Genomics of Gram-positive Microorganishdsh International Conference on
Bacilli, Pisa, Italy, 24-28 Jun 2007. (lecture)

3. Barak, I, Mullerova, D, Blaskovic, D: Detection of tick borne pathogens by DNA chip.
3rd ICTTD Meeting on Coevolution of Pathogens, Hastd Vector TicksZanzibar,
Zanzibar, 23 Sep - 28 Aug 2007. (lecture)

4. Bertaova, G., Kuchta, T., Valik, L., Pangallo; [IZOLACIA A PCR-TYPIZACIA
KMENOV BAKTERII MLIE CNEHO KYSNUTIA Z BRYNDZE. Celostatna priehladka
syrov a odborny seminar Mlieko a syrigrague, Czech Republic, 24-25 Jan 2007. (poster)

5. Bertaova, G., Kuchta, T., Valik, L., Pangallo; DNA-typizacia kmé&ov baktérii
mliecneho kysnutia z bryndz®likrobiolégia potravin Trest, Czech Republic, 28-30 May
2007. (lecture)

6. Bilikova, K., Simuth, J.Immunochemical approach to detection of adulienan honey.
Genes and Pathogenes in Honeybé&hspsala, Sweeden, 26 Aug 2007. (invited lecture)

7. Bilikova, K., Simuth, J.Lehrach, H.: Why honeybee genome contains lessgy®r innate
immunity as Drosophila mellanogaster geno@rel International Conference on
Crossroads between Innate and Adaptive Immuhigyaklion, Crete, Greece, 17-22 Jun
2007. (invited lecture)

8. Florek, P, Pavelcikova, P., Muchova, KKrajcikova, D, Barak, I: SpolISA-SpollSB
programmed cell death system in Bac#lih Conference on Functional Genomics of Gram-
positive Microorganisms 14th International Confereron Bacillj Pisa, Italy, 24-28 Jun
2007. (poster)
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9. Gabrisko, M, Urbanikova, L, Janecek, SThe relatedness between the GH13 oligo-1,6-
glucosidase subfamily and heteromeric amino aeidsjporters3rd Symposium on the
Alpha-Amylase Family - ALAMY, Smolenice, Slovakia, 23-27 Sep 2007. (poster)

10. Gasperik, J.Hostinova, E.Urbanikova, L. The effect of site mutations on physico-
chemical properties of glucoamylases produced Ianastrains of Saccharomycopsis
fibuligera.5th Conference - Structure and Stability of Bionoaeolecules SSB 2007 and
satellite conference Modern Trends in BiomacromdbacResearchKosSice, Slovakia, 5-8
Sep 2007. (poster)

11.Godany, A, Horvathova, V., Janecek,: &xpression of thermostabkeamylase gene from
Thermococcus hydrothermalis in Escherichia cdhe First International Scientific
Conference on the occasion of 10-th anniversath@tniversity of SS Cyril and
Methodius: "Applied Natural SciencesTrnava, Slovakia, 7-9 Nov 2007. (poster)

12.Godany, A, Klucar, L, Farkasovska, JThe Genome Analysis of Actinophagd/6.The
First International Scientific Conference on thecasion of 10-th anniversary of the
University of SS Cyril and Methodius: "Applied NaiuSciences', Trnava, Slovakia, 7-9
Nov 2007. (lecture)

13.Godany, A, Klucar, L, Farkasovska, :JSequence analysis and characterisatiqril(g
actinophage, infecting Streptomyces aureofacidnsernational Conference on New
Horizons in Biotechnology - NHBT 2Q0Irivandrum, India, 26-29 Nov 2007. (poster)

14.Godany, A, Vidova, B., Chotar, M.Surface Proteins of Streptococcus agalactiaenieovi
isolates.Biospectrum - 2007 - International Symposium onafxdes in Food
Biotechnology and NutritigrKerala, India, 30 Nov - 1 Dec 2007. (poster)

15.Godany, A, Vidova, B., Janecek, SCatalytic triad only is enough for an a-amylasenily
member to be an active enzynernational Conference on New Horizons in
Biotechnology - NHBT 2007 rivandrum, India, 26-29 Nov 2007. (poster)

16.Godany, A, Vidova, B., Janecek, SThe evidence that a catalytic triad is enoughafor
functional amylolytic enzyme from the alpha-amylésmily. 3rd Symposium on the Alpha-
Amylase Family - ALAMY , $molenice, Slovakia, 23-27 Sep 2007. (poster)

17.Godocikova, J.Buckova, M, Zamocky, M, Polek, B: The role of catalases from the soil
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heterotriméru a jeho uloha v replikacii DNA. Drobnicov MemoriglKoc¢ovce, Slovakia,
19-21 Sep 2007. (lecture)

3. Simuth, J. Mor v¢elieho plodu3. Narodna velarska vystavaBanska Bystrica, Slovakia,
21 Oct 2007. (invited lecture)

4. Vidova, B., Godany, A.Biologicka variabilita povrchovych proteinov Sitecocus
agalactiae.Drobnicov memoridl, 4.rénik, Ko¢ovce, Slovakia, 19-21 Sep 2007. (lecture)

Citacie WOS

SPOLU: 386

Alessandrini, A., de Renzi, V., Berti, L., Barak,Facci, P.
Chemically homogeneous, silylated surfaces forctiffe DNA binding and hybridization.
(2005)Surf. Sci582 202-208
1. Lucklum R, Hauptmann P, ANALYTICAL BIOANALYTICALCHEMISTRY 384 (3): 667-682
(2006)
2. Marquette CA, Lawrence MF, Blum LJ, ANALYTICALHEMISTRY 78: 959-964 (2006)
3. Zhang YQ, Bao CL, Wang GJ, Song YB, Jiang L,d%h, Wang KZ, Zhu DB, SURFACE
INTERFACE ANALYSIS 38: 1372 (2006)

Alston, R.W., Urbanikova, I.Sevcik, J.Lasagna, M., Reinhart, G.D., Scholtz, J.M., P&ch|,.
Contribution of single tryptophan residues to tleifescence and stability of ribonuclease Sa.
(2004)Biophys. J87: 4036-4047
4. Szabo A, Kotorman M, Laczko I, Simon LM, JOURNAIF MOLECULAR CATALYSIS B-
ENZYMATIC 41 (1-2): 43-48 (2006)

Arigoni, F., Guerout-Fleury, A.M., Barak, Stragier, P.
The SpollE phosphatase, the sporulation septumthenestablishment of forespore-specific transionipin
Bacillus subtilis: a reassessment.
(1999)Mol. Microbiol. 31: 1407-1416
5. Iber D, JOURNAL MOLECULAR BIOLOGY 360 (1) :15-2@006)
6. Igoshin OA, Price CW, Savageau MA, MOLECULAR MROBIOLOGY 61(1):165-184 (2006)

Baliova, M, Betz, H., Jursky, F.

Calpain-mediated proteolytic cleavage of the nealrglycine transporter, GlyT2.

(2004)J. NeurochemB8: 227-232
7. Mercado A, Broumand V, Zandi-Nejad K, Enck AHotht DB, JOURNAL OF BIOLOGICAL
CHEMISTRY 281 (2): 1016-1026 (2006)

Barak, I, Behari, J., Olmedo, G., Guzman, P., Castro, w8, D.P., Walker, D., Westpheling, J.,
Youngman, P.
Structure and function of the Bacillus SpollE proetend its localization to sites of sporulation tsep

71



Sprava ciinnosti organizacie SAV

assembly.

(1996)Mol. Microbiol. 19: 1047-1060
8. Ashby MK, Houmard J, MICROBIOLOGY MOLECULAR BIGRGY REVIEWS 70(2): 472-509
(2006)
9. Igoshin OA, Price CW, Savageau MA, MOLECULAR MROBIOLOGY 61(1):165-184 (2006)

Barak, I, Ricca, E., Cutting, S.

From fundamental studies of sporulation to appdiedre research.

(2005)Mol. Microbiol. 55: 330-338
10. Lombardia E, Rovetto AJ, Arabolaza AL, Grau RRIURNAL OF BACTERIOLOGY 188 (12):
4442-4452 (2006)
11. Chanal A, Chapon V, Benzerara K, Barakat Mjstéin R, Achouak W, Barras F, Heulin T,
ENVIRONMENTAL MICROBIOLOGY 8 (3): 514-525 (2006)
12. Thomas P, JOURNAL APPLIED MICROBIOLOGY 101 (ZB4-774 (2006)

Barak, I, Wilkinson, A.J.

Where asymmetry in gene expression originates.

(2005)Mol. Microbiol.57: 611-620
13. Engelberg-Kulka H, Amitai S, Kolodkin-Gal I, AN R, PLOS GENETICS 2 (10): 1518-1526
(2006)
14. Thompson LS, Beech PL, Real G, Henriques A@nHal, JOURNAL OF BACTERIOLOGY 188
(21): 7677-7685 (2006)

Barak, I, Youngman, P.
SpollE mutants of Bacillus subtilis comprises twstidct phenotypic classes consistent with a dual
functional role for the SpollE protein.
(1996)J. Bacteriol.178 4984-4989
15. Thompson LS, Beech PL, Real G, Henriques A@nHaJ, JOURNAL OF BACTERIOLOGY 188
(21): 7677-7685 (2006)

Bilikova, K., Hanes, J., Nordhoff, E., Saenger, W., KlaudinySimuth, J.
Apisimin, a new serine-valine-rich peptide of hobeg (Apis mellifera L.) royal jelly: purifikationnal
molecular characterization.
(2002)FEBS J528 125-129
16. Lee NJ, Fermo JD, 'PHARMACOTHERAPY 26 (4): 588" (2006)

Bischoff, M., Dunman, P., Kormanec, Macapagal, D., Murphy, E., Mounts, W., Berger#a8., Projan,
S.
Microarray-based analysis of tB¢aphylococcus auressgmaB regulon.
(2004)J. Bacteriol.186(13): 4085-4099
17. Allard M, Moisan H, Brouillette E, Gervais Allacques M, Lacasse P, Diarra MS, Malouin F,
MICROBES AND INFECTION 8 (7): 1679-1690 (2006)
18. Bourgogne A, Hilsenbeck SG, Dunny GM, Murray, BEBURNAL OF BACTERIOLOGY 188 (8):
2875-2884 (2006)
19. Fitzgerald JR, Loughman A, Keane F, BrennaiKhMbel M, Higgins J, Visai L, Speziale P, Cox D,
Foster TJ, MOLECULAR MICROBIOLOGY 59 (1): 212-23RQ06)
20. Inose Y, Takeshita SL, Hidaka T, Higashide Myrtyama A, Hayashi H, Morikawa K, Ohta T,
JOURNAL OF GENERAL AND APPLIED MICROBIOLOGY 52 (5p59-271 (2006)
21. Karlsson-Kanth A, Tegmark-Wisell K, Arvidson@scarsson J, INTERNATIONAL JOURNAL OF
MEDICAL MICROBIOLOGY 296 (4-5): 229-236 (2006)
22. Koessler T, Francois P, Charbonnier Y, Huygh8dnto M, Dharan S, Renzi G, Lew D, Harbarth S,
Pittet D, Schrenzel J, JOURNAL OF CLINICAL MICROBLOGY 44 (3): 1040-1048 (2006)
23. Koprivnjak T, Mlakar V, Swanson L, FournierBegschel A, Weiss JP, JOURNAL OF
BACTERIOLOGY 188 (10): 3622-3630 (2006)
24. Ledala N, Wilkinson BJ, Jayaswal RK, INTERNATNAL JOURNAL OF ANTIMICROBIAL
AGENTS 27 (6): 518-524 (2006)

72



Sprava ciinnosti organizacie SAV

25. Liang XD, Yu CX, Sun JS, Liu H, Landwehr C, Heis D, Ji YD, INFECTION AND IMMUNITY
74 (8): 4655-4665 (2006)

26. Luong TT, Lee CY, MICROBIOLOGY-SGM 152 (10):23-3131 (2006)

27. Mack D, Rohde H, Harris LG, Davies AP, Horstekd¥lA, Knobloch JKM, INTERNATIONAL
JOURNAL OF ARTIFICIAL ORGANS 29 (4): 343-359 (2006)

28. Moisan H, Brouillette E, Jacob CL, LangloiséBim P, Michaud S, Malouin F, JOURNAL OF
BACTERIOLOGY 188 (1): 64-76 (2006)

29. Oscarsson J, Kanth A, Tegmark-Wisell K, Arvid&) JOURNAL OF BACTERIOLOGY 188 (24):
8526-8533 (2006)

30. Oscarsson J, Tegmark-Wisell K, Arvidson S, IRNATIONAL JOURNAL OF MEDICAL
MICROBIOLOGY 296 (6): 365-380 (2006)

31. Palma M, Bayer A, Kupferwasser LI, Joska T,iiaa MR, Cheung A, JOURNAL OF
BACTERIOLOGY 188 (16): 5896-5903 (2006)

32. Pane-Farre J, Jonas B, Forstner K, Engelmahiecer M, INTERNATIONAL JOURNAL OF
MEDICAL MICROBIOLOGY 296 (4-5): 237-258 (2006)

33. Renzoni A, Barras C, Francois P, Charbonnidd0ggler E, Garzoni C, Kelley WL, Majcherczyk P,
Schrenzel J, Lew DP, Vaudaux P, ANTIMICROBIAL AGESAND CHEMOTHERAPY 50 (9): 3048-
3061 (2006)

34. Riordan JT, O'Leary JO, Gustafson JE, INTERNANAL JOURNAL OF ANTIMICROBIAL
AGENTS 28 (1) 54-61 (2006)

35. Rogasch K, Ruhmling V, Pane-Farre J, Hoper Biterg C, Fuchs S, Schmudde M, Broker BM,
Wolz C, Hecker M, Engelmann S, JOURNAL OF BACTERIDGY 188 (22): 7742-7758 (2006)

36. Shaw LN, Aish J, Davenport JE, Brown MC, LitlhagdK, Simmonite K, Crossley H, Travis J,
Potempa J, Foster SJ, JOURNAL OF BACTERIOLOGY 18BB:(6070-6080 (2006)

37. Xiong YQ, Willard J, Yeaman MR, Cheung AL, Bayes, JOURNAL OF INFECTIOUS
DISEASES 194 (9): 1267-1275 (2006)

Blaskovic, D, Barak, .

Oligo-chip based assay for detection of tick-bdraeteria causing diseases in humans.

(2005)FEMS Microbiol. Lett243 473-478
38. Franke-Whittle IH, Klammer SH, Mayrhofer S,dans H, JOURNAL MICROBIOLOGICAL
METHODS 65 (1):117-126 (2006)
39. Gilbride KA, Lee DY, Beaudette LA, JOURNAL MI@BIOLOGICAL METHODS 66 (1): 1-20
(2006)

Brezna, B. Khan, A.A., Cerniglia, C.E.
Molecular characterisation of dioxygenases fronypgdlic aromatic hydrogen-degrading Mycobacterium
spp.
(2003)FEMS Microbiol. Lett223 177-183
40. Chadhain SMN, Norman RS, Pesce KV, Kukor Jit#yGJ, APPLIED AND ENVIRONMENTAL
MICROBIOLOGY 72 (6): 4078-4087 (2006)
41. Dandie CE, Bentham RH, Thomas SM, APPLIED MIGROLOGY AND BIOTECHNOLOGY 71
(1): 59-66 (2006)
42. Liang Y, Gardner DR, Miller CD, Chen D, AndensdJ, Weimer BC, Sims RC, APPLIED AND
ENVIRONMENTAL MICROBIOLOGY 72 (12): 7821-7828 (2006
43. Zhou HW, Guo CL, Wong YS, Tam NFY, FEMS MICR@RBIOGY LETTERS 262 (2): 148-157
(2006)

Brezna, B. Kweon, O., Stingley, R.L., Freeman, J.P., Kha\.APolek, B, Jones, R.C., Cerniglia, C.E.
Molecular characterization of cytochrome P450 gendise polycyclic aromatic hydrocarbon degrading
Mycobacterium vanbaalenii PYR-1.
(2006)Appl. Microbiol. Biotechnol71(4): 522-532
44. Kim YH, Kang |, Bergeron H, Lau PCK, Engessét,iKim SJ, ARCHIVES OF MICROBIOLOGY
186 (5): 425-434 (2006)

Brnakova, Z. Farkasovska, JGodany, A.
The use of bacteriophages in eliminating polyrasisstrains oStaphylococcus aureandStreptococcus

73



Sprava ciinnosti organizacie SAV

agalactiae

(2005)Folia Microbiol. 50(3): 187-194
45. Leszczynski P, Weber-Dabrowska B, Kohutnicka i;zak M, Gorecki A, Gorski A, FOLIA
MICROBIOLOGICA 51 (3): 236-238 (2006)

Brnakova, Z. Godany, A. Timko, J.

An extracellular endodeoxyribonuclease frBineptomyces aureofaciens

(2005)Biochim. Biophys. Acta-Gen. Suby21 116-123
46. Mandal P, Chakraborty P, Sau S, Mandal NC, JSAIROF BIOCHEMISTRY AND
MOLECULAR BIOLOGY 39 (2): 140-144 (2006)

Buchwald, G., Hostinova, FRudolph, M.G., Kraemer, A., Sickmann, A., Mei8r, Scheffzek, K.,
Wittinghofer, A.
Conformational switch and role of phosphorylatiorPIAK activation .
(2001)Mol. Cell. Biol.21(15): 5179-5189
47. Leung DW, Morgan DM, Rosen MK, JOURNAL OF BIOGEGCAL CHEMISTRY 282 (36): Art.
No. 26503 (2006)
48. Pirruccello M, Sondermann H , Pelton JG , Befia P , Hoelz A, Chernoff J, Wemmer DE, Kuriyan
J, JOURNAL OF MOLECULAR BIOLOGY 361 (2): 312-326Q0@6)

Bukovska, G.Kery, V., Kraus, J.P.
Expression of human cystathionine beta-synthagesdamerichia coli: purification and characterization
(1994)Protein Expr. Purif5(5): 442-448
49. Xiao L, Wu YM, Zhang H, Liu YX, He RR, ACTA PHAMACOLOGICA SINICA 27 (3): 294-298
(2006)

Cipakova, I., Gasperik, , Hostinova, E.
Expression and purification of human antimicrolpaptide, dermcidin, in Escherichia coli.
(2006)Protein Expr. Purif452): 269-274
50. Dennison SR, Howe J, Morton LHG, Brandenburdgfgrris F, Phoenix DA, BIOCHEMICAL AND
BIOPHYSICAL RESEARCH COMMUNICATIONS 347 (4): 1008310 (2006)
51. Park E, Chae YK, Lee JY, Lee B, Kim Y, JOURNBE MICROBIOLOGY AND
BIOTECHNOLOGY 16 (9): 1429-1433 (2006)
52. Steffen H, Rieg S, Wiedemann |, Kalbacher HedpA, Sahl HG, Peschel A, Gotz F, Garbe C,
Schittek B, ANTIMICROBIAL AGENTS AND CHEMOTHERAPY 8 (8): 2608-2620 (2006)

Cipakova, I., Hostinova, EGasperik, J.Velebny, V.
High-level expression and purification of a reconasit hBD-1 fused to LMM protein iBscherichia coli
(2004)Protein Expr. Purif37: 207-212
53. Jin FL, Xu XX, Wang LX, Zhang WQ, Gu DX, PROTNEEXPRESSION AND PURIFICATION 50
(2): 147-156 (2006)
54. Jin FL, Xu XX, Zhang WQ, Gu DX, PROTEIN EXPRHSSI AND PURIFICATION 49 (1): 39-46
(2006)
55. Kluver E, Adermann K, Schulz A, JOURNAL OF PEPE SCIENCE 12 (4): 243-257 (2006)
56. Pazgier M, Lubkowski J, PROTEIN EXPRESSION ARDRIFICATION 49 (1): 1-8 (2006)
57. Wang JX, Zhao XF, Liang YL, Li L, Zhang W, RénWang LC, Wang LY, CELLULAR AND
MOLECULAR LIFE SCIENCES 63 (24): 3072-3082 (2006)

Da Lage, J.L., Feller, G., Janecek, S.

Horizontal gene transfer from Eukarya to Bactend domain shuffling: the alpha-amylase model.

(2004)CMLS-Cell. Mol. Life Scb1(1): 97-109
58. Ricard G, McEwan NR, Dutilh BE, Jouany JP, Mdmbeuf D, Mitsumori M, Mcintosh FM,
Michalowski T, Nagamine T, Nelson N, Newbold CJalisnana E, Takenaka A, Thomas NA, Ushida
K, Hackstein JHP, Huynen MA, BMC GENOMICS 7: ArtoN22 FEB 10 (2006)

Dvorsky, R, Hornak, V, Sevcik, J.Graham, P., Tyrrell, G.P., Caves, L.S., Verm&.C.

74



Sprava ciinnosti organizacie SAV

Dynamics of RNase Sa: A Simulation Perspective dementary to NMR/Xray.
(2002)J. Phys. Chem. B06: 6038-6048
59. Alonso H, Bliznyuk AA, Gready JE, MEDICINAL REA\RCH REVIEWS 26 (5): 531-568 (2006)

Entenza, J.M., Moreillon, P., Senn, M.M., KormangcDunman, P., Berger-Bachi, B., Projan, S., Bisthof
M.
Role of sigmaB in the Expression ®faphylococcus aure@ell Wall Adhesins CIfA and FnbA and
Contribution to Infectivity in a Rat Model of Experental Endocarditis.
(2005)Infect. Immun73: 990-998
60. Garner MR, Njaa BL, Wiedmann M, Boor KJ, INFEHON AND IMMUNITY 74 (2): 876-886
(2006)
61. Karlsson-Kanth A, Tegmark-Wisell K, Arvidson@scarsson J, INTERNATIONAL JOURNAL OF
MEDICAL MICROBIOLOGY 296 (4-5): 229-236 (2006)
62. Palma M, Bayer A, Kupferwasser LI, Joska T,naa MR, Cheung A, JOURNAL OF
BACTERIOLOGY 188 (16): 5896-5903 (2006)
63. Pane-Farre J, Jonas B, Forstner K, Engelmahiedker M, INTERNATIONAL JOURNAL OF
MEDICAL MICROBIOLOGY 296 (4-5): 237-258 (2006)
64. Shaw LN, Aish J, Davenport JE, Brown MC, LitgdK, Simmonite K, Crossley H, Travis J,
Potempa J, Foster SJ, JOURNAL OF BACTERIOLOGY 1BB:(6070-6080 (2006)

Farkasovska, JGodany, A. Vicek, C.
Identification and Characterization of an Endoly&imcoded by th&treptomyces aureofacieRbagaul/6.
(2003)Folia Microbiol. 48(6): 737-744
65. Steenbakkers PJM, Geerts WJ, Ayman-Oz NA, &&dtJT, MOLECULAR MICROBIOLOGY 62
(6): 1618-1630 (2006)

Ferianc, P.Farewell, A., Nystrom, T.

The cadmium-stress stimulon B$cherichia colK-12.

(1998)Microbiology-(UK)144: 1045-1050
66. Anastasiou R, Leverrier P, Krestas L, RouaulK&lantzopoulos G, Boyaval P, Tsakalidou E, Jan G,
INTERNATIONAL JOURNAL OF FOOD MICROBIOLOGY 108 (3301-314 (2006)
67. Bhargava P, Mishra Y, Srivastava AK, Ara A, Ra@, CURRENT SCIENCE 91 (11): 1520-1523
(2006)
68. Bolanos-Garcia VM, Davies OR, BIOCHIMICA ET BRBIYSICA ACTA: GENERAL SUBJECTS
1760 (9): 1304-1313 (2006)
69. Carapito C, Muller D, Tarlin E, Koechler S, @Am A, Van Dorsselaer A, Leize-Wagner E, Bertin
PN, Lett MC, BIOCHIMIE 88 (6): 595-606 (2006)
70. EIRab SMFG, Shoreit AAF, Fukumori Y, BIOSCIENCE BIOTECHNOLOGY AND
BIOCHEMISTRY 70 (10): 2394-2402 (2006)
71. Gillet S, Decottignies P, Chardonnet S, LeMaab®, PHOTOSYNTHESIS RESEARCH 89 (2-3):
201-211 (2006)
72. Han MJ, Lee SY, MICROBIOLOGY AND MOLECULAR BIGRGY REVIEW 70 (2): 362+ (2006)
73. Sigdel TK, Cilliers R, Gursahaney PR, ThompBoEaston JA, Crowder MW, BIOMETALS 19 (5):
461-471 (2006)

Frandsen, N., Barak, IKarmazyn-Campelli, C., Stragier, P.
Transient gene asymmetry during sporulation arabishment of cell specificity in Bacillus subtilis
(1999)Genes Devl3: 394-399

74. Iber D, JOURNAL MOLECULAR BIOLOGY 360 (1) :15822006)

75. Iber D, Clarkson J, Yudkin MD, Campbell ID, NARE 441(7091): 371-374 (2006)

76. Igoshin OA, Price CW, Savageau MA, MOLECULARGROBIOLOGY 61 (1):165-184 (2006)

Gasperik, J.Hostinova, E.Sevcik, J.

Acarbose binding at the surface of Saccharomycdisibgera glucoamylase suggests the presenceaka
starchbinding site.

(2005)Biologia 60(16): 167-170

75



Sprava ciinnosti organizacie SAV

77. Machovic M, Janecek S, CELLULAR AND MOLECULARRE SCIENCES 63 (23): 2710-2724
(2006)

Godany, A, Bukovska, G.Farkasovska, JBrnakova, Z.Dmitriev, A., Tkacikova, L., Ayele, T., Mikula, |
Characterization of a Complex Restriction- Modifioa System Detected fBtaphylococcus aureasd
Streptococcus agalactiagrains Isolated from Infections of Domestic Aniga
(2004)Folia Microbiol. 49(3): 307-314
78. Leszczynski P, Weber-Dabrowska B, KohutnickaLiwttzak M, Gorecki A, Gorski A, FOLIA
MICROBIOLOGICA 51 (3): 236-238 (2006)
79. Swiderek WP, Bhide MR, Gruszczynska J, Solfi$itkowska D, Mikula 1, FOLIA
MICROBIOLOGICA 51 (6): 647-652 (2006)

Godocikova, J.Bohacova, V,.Zamocky, M, Polek, B.

Production of Catalases by Comamonas spp. andt®essto Oxidative Stress.

(2005)Folia Microbiol. 50: 113-118
80. Kuzniak E, Wyrwicka A, Gabara B, Kozirog A, 8&bwska M, FOLIA MICROBIOLOGICA 51 (1):
38-44 (2006)

Hajnicka, V., Kocakova, P., Slavikova, M., Slovadk, Gasperik, J.Fuchsberger, N., Nutall, P.A.
Anti-interleukin-8 activity of tick salivary glanelxtr.
(2001)Parasite Immunol23(9): 483-489
81. Konik P, Slavikova V, Salat J, Reznickova Joiznakova E, Kopecky J, PARASITE
IMMUNOLOGY 28 (12): 649-656 (2006)

Hajnicka, V., Vancova, |., Kocakova, P., Slovak, Basperik, J.Slavikova, M., Hails, R.S., Labuda, M.,
Nutall, P.A.
Manipulation of host cytokine network by ticks: et@ntial gateway for pathogen transmission.
(2005)Parasitology130: 333-342
82. Fikrig E, Narasimhan S, MICROBES AND INFECTI@N5): 1390-1399 (2006)
83. Johnson-Leger C, Power CA, Shomade G, Shawl F#pudfoot A, EXPERT OPINION ON
BIOLOGICAL THERAPY 6 (1): 1-7 (2006)
84. Konik P, Slavikova V, Salat J, Reznickova Joiznakova E, Kopecky J, PARASITE
IMMUNOLOGY 28 (12): 649-656 (2006)
85. Pedra JHF, Narasimhan S, Deponte K, Marcanténi¢antor FS, Fikrig E, AMERICAN JOURNAL
OF TROPICAL MEDICINE AND HYGIENE 75 (4): 677-682 (R6)
86. Titus RG, Bishop JV, Mejia JS, PARASITE IMMUNOIGY 28 (4): 131-141 (2006)

Halgasova, N.Bukovska, G.Timko, J, Kormanec, J.
Cloning and transcriptional characterization of sigma factor genesigA andsigB from Brevibacterium
flavum
(2001)Curr. Microbiol. 43(4): 249-254
87. Choi JY, Yi SH, JOURNAL OF THE KOREAN PHYSICAROCIETY 48 (3): 484-489 (2006)
88. Oram DM, Jacobson AD, Holmes RK, JOURNAL OF BAERIOLOGY 188 (8): 2959-2973 (2006)

Halgasova, N.Bukovska, G.Ugorcakova, J.Timko, J, Kormanec, J.
TheBrevibacterium flavunsigma factor SigB has a role in the environmestiass response.
(2002)FEMS Microbiol. Lett2161): 77-84
89. Brockmann-Gretza O, Kalinowski J, BMC GENOMIZ$230) (2006)
90. Oram DM, Jacobson AD, Holmes RK, JOURNAL OF BALRIOLOGY 188 (8): 2959-2973 (2006)

Halgasova, N.Kutejova, E. Timko, J.
Purification and some characteristics of the agglgth esterase frof8chizophyllum commune
(1994)Biochem J298 751-755
91. Ghatora SK, Chadha BS, Saini HS, Bhat MK, FadB, JOURNAL OF BIOTECHNOLOGY 125
(3): 434-445 (2006)
92. Koseki T, Miwa Y, Akao T, Akita O, Hashizume EQURNAL OF BIOTECHNOLOGY 121 (3):
381-389 (2006)

76



Sprava ciinnosti organizacie SAV

93. Puchart V, Gariepy MC, Shareck F, Dupont C, BHIMICA ET BIOPHYSICA ACTA-PROTEINS
AND PROTEOMICS 1764 (2): 263-274 (2006)

Harraghy, N., Kormanec,,JVolz, C., Homerova, DGoerke, C., Ohlsen, K., Qazi, S., Hill, C.P., t=ann,
M.
Sae is essential for expression of the staphyl@@dhesins Eap and Emp.
(2005)Microbiology-(UK) 151 1789-1800
94. Liang XD, Yu CX, Sun JS, Liu H, Landwehr C, Heis D, Ji YD, INFECTION AND IMMUNITY
74 (8): 4655-4665 (2006)
95. Rogasch K, Ruhmling V, Pane-Farre J, Hoper Bilderg C, Fuchs S, Schmudde M, Broker BM,
Wolz C, Hecker M, Engelmann S, JOURNAL OF BACTERIQGY 188 (22): 7742-7758 (2006)
96. Rooijakkers SHM, Ruyken M, van Roon J, van KeK®M, van Strijp JAG, van Wamel WJB,
CELLULAR MICROBIOLOGY 8 (8): 1282-1293 (2006)

Hebert, E.J., Giletto, A., Sevcik, Urbanikova, L. Wilson, K.S., Dauter, Z., Pace, C.N.
Contribution of conserved asparagine to the condional stability of ribonucleases Sa, Ba and T1.
(1998)Biochemistry37: 16192-16200
97. Wang M, Wales TE, Fitzgerald MC, PROCEEDINGSTMYE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA 103 (88(0-2604 (2006)

Hebert, E.J., Grimsley, G.R., Hartley, R.W., Hd®, Schell, D., Garcia, S., Both, \&evcik, J.Pace, C.N.
Purification of ribonucleases Sa, Sa2 and Sa3 effg@ression in Escherichia coli.
(1997)Protein Expr. Purif11: 162-168
98. Schrift GL, Waldron TT, Timmons MA, RamaswamyKearney WR, Murphy KP, JOURNAL OF
MOLECULAR BIOLOGY 355 (1): 72-84 (2006)
99. Voss C, Lindau D, Flaschel E, BIOTECHNOLOGY RRRESS 22 (3): 737-744 (2006)

Homerova, D.Bischoff, M., Dumolin, A., Kormanec, J.
Optimization of a two-plasmid system for the idéatition of promoters recognized by RNA polymerase
containingStaphylococcus aureadternative sigma factor sigmaB.
(2004)FEMS Microbiol. Lett232 173-179
100. Pane-Farre J, Jonas B, Forstner K, EngelmaHecker M, INTERNATIONAL JOURNAL OF
MEDICAL MICROBIOLOGY 296 (4-5): 237-258 (2006)

Homerova, D.Knirschova, R.Kormanec, J.
Response Regulator ChiR Regulates Expression ¢ih@bé Gene, chiC, iBtreptomyces coelicolor
(2002)Folia Microbiol. 47(5): 499-505
101. Suzuki S, Nakanishi E, Ohira T, Kawachi R, &&ayva H, Sakuda S, JOURNAL OF
ANTIBIOTICS 59 (7): 402-409 (2006)
102. Suzuki S, Nakanishi E, Ohira T, Kawachi R, ShnY, Horinouchi S, Nagasawa H, Sakuda S,
JOURNAL OF ANTIBIOTICS 59 (7): 410-417 (2006)

Horvathova, V., Godany, ASturdik, E., Janecek, S.
Alpha-amylase from Thermococcus hydrothermalicloging aimed at the improved expression and
hydrolysis of corn starch.
(2006)Enzyme Microb. Techn@9(6): 1300-1305
103. Teng N, Liang XY, Liu CJ, Liu XJ, Zhang R, Qi#&/M, Ling LC, NEW CARBON MATERIALS
21 (4): 326-330 (2006)

Horvathova, V., Janecek,, Sturdik, E.

Amylolytic enzymes: molecular aspects of their @es.

(2001)Gen. Physiol. Biophy20(1): 7-32
104. Dickmanns A, Ballschmiter M, Liebl W, Ficnef RCTA CRYSTALLOGRAPHICA SECTION D-
BIOLOGICAL CRYSTALLOGRAPHY 62 (3): 262-270 (2006)

Horvathova, V., Janecek,, Sturdik, E.

77



Sprava ciinnosti organizacie SAV

Amylolytic enzymes: their specificities, originscaproperties.

(2000)Biologia 55(6): 605-615
105. Cereia M, Guimaraes LHS, Peixoto-Nogueiral®@ge JA, Terenzi HF, Greene LJ, Polizeli
MDTM, AFRICAN JOURNAL OF BIOTECHNOLOGY 5 (12): 1239245 (2006)

Hostinova, E.Solovicova, A. Dvorsky, R, Gasperik, J.
Molecular cloning and 3D structure prediction dof first raw-starch-degrading glucoamylase without a
separate starch-binding domain.
(2003)Arch. Biochem. Biophyd11 189-195
106. Machovic M, Janecek S, CELLULAR AND MOLECULARFE SCIENCES 63 (23): 2710-2724
(2006)
107. Robertson GH, Wong DWS, Lee CC, Wagschal KiffsmR, Orts WJ, JOURNAL OF
AGRICULTURAL AND FOOD CHEMISTRY 54 (2): 353-365 (28)

Hostinova, E.Solovicova, A. Gasperik, J.
Cloning and expression of a gene for an alpha-gidese from Saccharomycopsis fibuligera homologous
family GH31 of yeast glucoamylases.
(2005)Appl. Microbiol. Biotechnol69: 51-56
108. Marin D, Linde D, Lobato MF, YEAST 23 (2): 2125 JAN 30 (2006)

Humphreys, S., Rowley, G., Stevenson, A., Anjunt-MWoodward, M.J., Gildbert, S., Kormaneg, J.
Roberts, M.
Role of the two-component regulator CpxAR in theildnce ofSalmonella entericaerotype Typhimurium.
(2004)Infect. Immun72(8): 4654-4654
109. Dorel C, Lejeune P, Rodrigue A, RESEARCH INJRIOBIOLOGY 157 (4): 306-314 (2006)
110. Groisman EA, Mouslim C, NATURE REVIEWS MICRGBLOGY 4 (9): 705-709 (2006)

Janecek, S.
A motif of a microbial starch-binding domain fouimdhuman genethonin.
(2002)Bioinformatics18(11): 1534-1537
111. Girard JM, Le KHD, Lederer F, BIOCHIMIE 88 (12961-1971 (2006)
112. Palopoli N, Busi MV, Fornasari MS, Gomez-CeBatUgalde R, Parisi G, PROTEINS-
STRUCTURE FUNCTION AND BIOINFORMATICS 65 (1): 27-32006)

Janecek, S.

Alpha-amylase family: molecular biology and evabuti

(1997)Prog. Biophys. Mol. Biol67(1): 67-97
113. Fisher Sz, Govindasamy L, Tu CK, Agbandje M;eé8man DN, Rajaniemi HJ, McKenna R,
ACTA CRYSTALLOGRAPHICA SECTION F STRUCTURAL BIOLOGWYND
CRYSTALLIZATION COMMUNICATIONS 62 (2): 88-93 (2006)
114. Gilis D, JOURNAL OF CHEMICAL INFORMATION AND MDDELING 46 (3): 1509-1516
(2006)
115. Junior AV, do Nascimento JRO, Lajolo FM, JOURNOF AGRICULTURAL AND FOOD
CHEMISTRY 54 (21): 8222-8228 (2006)
116. Marion CL, Rappleye CA, Engle JT, Goldman WE)LECULAR MICROBIOLOGY 62 (4): 970-
983 (2006)
117. Morita T, Tanaka N, Hosomi A, Giga Hama Y, égiwa K, BIOSCIENCE BIOTECHNOLOGY
AND BIOCHEMISTRY 70 (6): 1454-1463 (2006)
118. Redondo RAF, Santos FR, GENETICA 126 (1-29-293 (2006)
119. Saltzmann KD, Saltzmann KA, Neal JJ, Scharf BEénnett GW, INSECT MOLECULAR
BIOLOGY 15 (4): 425-433 (2006)
120. Stam MR, Danchin EGJ, Rancurel C, Coutinho RAbhrissat B, PROTEIN ENGINEERING
DESIGN & SELECTION 19 (12): 555-562 (2006)

Janecek, S.
Amylolytic families of glycoside hydrolases: focos the family GH-57.
(2005)Biologia 60(Suppl. 16): 177-184

78



Sprava ciinnosti organizacie SAV

121. Murakami T, Kanai T, Takata H, Kuriki T, ImdaaT, JOURNAL OF BACTERIOLOGY 188 (16):
5915-5924 (2006)

Janecek, S.
Close evolutionary relatedness among functiona#itadtly related members of the (a/b)8-barrel ghyto
hydrolases suggested by the similarity of thethfdfonserved sequence region.
(1995)FEBS Lett3771): 6-8
122. Oh SW, Jang MU, Jeong CK, Yuk JB, Park JMkRait, Kim TJ, FOOD SCIENCE AND
BIOTECHNOLOGY 15 (6): 967-974 (2006)

Janecek, S.

How many conserved sequence regions are there mpha-amylase family?.

(2002)Biologia 57(Suppl. 11): 29-41
123. Ben Ali M, Khemakhem B, Robert X, Haser R,8¢$, BIOCHEMICAL JOURNAL 394 (1): 51-
56 (2006)
124. Kuriki T, TRENDS IN GLYCOSCIENCE AND GLYCOTEQROLOGY 18 (100): 137-145 (2006)
125. Sivaramakrishnan S, Gangadharan D, NampoéthiriSoccol CR, Pandey A, FOOD
TECHNOLOGY AND BIOTECHNOLOGY 44 (2): 173-184 (2006)

Janecek, S.
Parallel beta/alpha-barrels of alpha-amylase, dgttyin glycosyltransferase and oligo-1,6-glucosela
versus the barrel of beta-amylase: evolutionariadi is a reflection of unrelated sequences.
(1994)FEBS Lett3532): 119-123

126. Joucla G, Pizzut S, Monsan P, Remaud SimedrEBS LETTERS 580 (3): 763-768 (2006)

Janecek, S.
Sequence similarities and evolutionary relationslapmicrobial, plant and animal alpha-amylases.
(1994)Eur. J. Biochem224(2): 519-524

127. Redondo RAF, Santos FR, GENETICA 126 (1-29-293 (2006)

Janecek, SBateman, A.
The parallel (alpha/beta)8-barrel: perhaps the mistersal and the most puzzling protein foldingtifno
(1996)Biologia51(6): 613-628
128. Chakkaravarthi S, Babu MM, Gromiha MM, Jayaaar®, Sethumadhavan R, PROTEINS-
STRUCTURE FUNCTION AND BIOINFORMATICS 65 (1): 75-82006)

Janecek, SMacGregor, E.A., Svensson, B.

Characteristic differences in the primary structlfew discrimination of cyclodextrin glucanotraesises

from alpha-amylases.

(1995)Biochem J3052): 685-686
129. Lee HS, Shockley KR, Schut GJ, Conners SB,t&torCl, Johnson MR, Chou CJ, Bridger SL,
Wigner N, Brehm SD, Jenney FE, Comfort DA, Kelly RAdlams MWW, JOURNAL OF
BACTERIOLOGY 188 (6): 2115-2125 (2006)

Janecek, SSevcik, J.

The evolution of starch-binding domain.

(1999)FEBS Lett456(1): 119-125
130. Chou WI, Pai TW, Liu SH, Hsiung BK, Chang MOBIOCHEMICAL JOURNAL 396: 469-477
Part 3 (2006)
131. Palopoli N, Busi MV, Fornasari MS, Gomez-CeBatUgalde R, Parisi G, PROTEINS-
STRUCTURE FUNCTION AND BIOINFORMATICS 65 (1): 27-32006)

Janecek, SSvensson, B., Henrissat, B.

Domain evolution in the alpha-amylase family.

(1997)J. Mol. Evol.45(3): 322-331
132. Kobayashi A, Tonozuka T, Sato K, Suyama Magiay Nyamdawaa B, Sakaguchi M, Sakano Y,
BIOSCIENCE BIOTECHNOLOGY BIOCHEMISTRY 70 (2): 49599 (2006)

79



Sprava ciinnosti organizacie SAV

133. Lee S, Oneda H, Minoda M, Tanaka A, Inouyd ®JRNAL OF BIOCHEMISTRY 139 (6): 997-
1005 (2006)

134. Ryan SM, Fitzgerald GF, van Sinderen D, APELAND ENVIRONMENTAL
MICROBIOLOGY 72 (8): 5289-5296 (2006)

Janecek, SSvensson, B., MacGregor, E.A.
Relation between domain evolution, specificity, &mbnomy of the a-amylase family members contginin
a C-terminal starch-binding domain.
(2003)Eur. J. Biochem2704): 635-345
135. Chou WI, Pai TW, Liu SH, Hsiung BK, Chang MOBIOCHEMICAL JOURNAL 396 (3): 469-
477 (2006)
136. Mikami B, lwamoto H, Malle D, Yoon HJ, Demirk&arikaya E, Mezaki Y, Katsuya Y,
JOURNAL OF MOLECULAR BIOLOGY 359 (3): 690-707 (20p6
137. Mikkelsen R, Suszkiewicz K, Blennow A, BIOCHEBTRY 45 (14): 4674-4682 (2006)
138. Mikkelsen R, Suszkiewicz K, Blennow A, BIOCHEBTRY 45 (14): 4674-4682 (2006)
139. Stam MR, Danchin EGJ, Rancurel C, Coutinho Akhrissat B, PROTEIN ENGINEERING
DESIGN & SELECTION 19 (12): 555-562 (2006)
140. Thiemann V, Saake B, Vollstedt A, Schafer disB, Bertoldo C, Freudl R, Antranikian G,
APPLIED MICROBIOLOGY AND BIOTECHNOLOGY 72 (1): 6047(2006)

Jursky, F. Fuchs, K., Buhr, A_, Tretter, V., Sigel, E., Siegt, W.
Identification of amino acid residues of GABA(AXxeptor subunits contributing to the formation and
affinity of the tert-butylbicyclophosphorothiondiending site.
(2000)J. Neurochemr4(3): 1310-1316
141. Alam MS, Kajiki R, Hanatani H, Kong XY, OzoeMatsui Y, Matsumura F, Ozoe Y, JOURNAL
OF AGRICULTURAL AND FOOD CHEMISTRY 54 (4): 1361-1272006)
142. Olsen RW, PROCEEDINGS OF THE NATIONAL ACADEMJYF SCIENCES OF THE UNITED
STATES OF AMERICA 103 (16): 6081-6082 (2006)
143. Wu Y, Buzzi A, Frantseva M, Velazquez JPL,t€pM, Liu CC, Shen LQ, Gibson KM, Snead OC,
ANNALS OF NEUROLOGY 59 (1): 42-52 (2006)

Kelemen, G.H., Brown, G.L., Kormanec, Botuckova, L,.Chater, K.F., Buttner, M.J.
The positions of the sigma-factor genshjG andsigF, in the hierarchy controlling the development of
spore chains in the aerial hyphaeStfeptomyces coelicol@x3(2).
(1996)Mol. Microbiol. 21(3): 593-603
144. Bellier A, Gominet M, Mazodier P, MICROBIOLOGSGM 152 (4): 1021-1027 (2006)
145. Paolo SS, Huang J, Cohen SN, Thompson CJ, MOILEAR MICROBIOLOGY 61 (5): 1167-1186
(2006)

Kery, V., Bukovska, G.Kraus, J.P.

Transsulfuration depends on heme in addition tadpyal 5'-phosphate. Cystathionine beta-synthaae is

heme protein.

(1994)J. Biol. Chem26941): 25283-25288
146. Fiorucci S, Distrutti E, Cirino G, Wallace JRASTROENTEROLOGY 131 (1): 259-271 (2006)
147. Pryor WA, Houk KN, Foote CS, Fukuto JM, Igmeakt], Squadrito GL, Davies KJA, AMERICAN
JOURNAL OF PHYSIOLOGY-REGULATORY INTEGRATIVE AND CBIPARATIVE
PHYSIOLOGY 291 (3): R491-R511 (2006)
148. Yamanishi M, Kabil O, Sen S, Banerjee R, JOBRINDF INORGANIC BIOCHEMISTRY 100
(12): 1988-1995 (2006)
149. Yang G, Wu LY, Wang R, FASEB JOURNAL 20 (1535 (2006)

Kim, Y.H., Moody, J.D., Freeman, J.P., Brezng,Ehgesser, K.H., Cerniglia, C.E.
Evidence for the existence of PAH-quinone reductaskcatechol-O-methyltransferase in Mycobacterium
vanbaalenii PYR-1.
(2004)J. Ind. Microbiol. Biotechnol31(11): 507-516
150. Jouanneau Y, Meyer C, APPLIED AND ENVIRONMENI MICROBIOLOGY 72 (7): 4726-
4734 (2006)

80



Sprava ciinnosti organizacie SAV

151. Liang Y, Gardner DR, Miller CD, Chen D, AndemsAJ, Weimer BC, Sims RC, APPLIED AND
ENVIRONMENTAL MICROBIOLOGY 72 (12): 7821-7828 (2006

152. Pagnout C, Rast C, Veber AM, Poupin Ry&e JF, ECOTOXICOLOGY AND
ENVIRONMENTAL SAFETY 65 (2): 151-158 (2006)

Kocakova, P., Slavikova, M., Hajnicka, V., Slovak, Gasperik, J.Vancova, |., Fuchsberger, N., Nutall,
P.A.
Effect of fast protein liquid chromatography fractated salivary gland extracts from different ixbtick
species on interleukin-8 binding to its cell recept
(2003)Folia Parasitol.50(1): 79-83

153. Titus RG, Bishop JV, Mejia JS, PARASITE IMMUNOGY 28 (4): 131-141 (2006)

Kormanec, J.Homerova, D.Potuckova, L,.Novakova, R.Rezuchova, B.
Differential expression of two sporulation specgigma factors oBtreptomyces aureofacieosrrelates
with the developmental stage.
(1996)Genel81(1-2): 19-27
154. Chater KF, Chandra G, FEMS MICROBIOLOGY REVIEW0 (5): 651-672 (2006)

Kormanec, J.Lempelova, A.Farkasovsky, M.Homerova, D.
Cloning, sequencing and expressiofEstherichia coliof aStreptomyces aureofaciegene encoding
glyceraldehyde-3-phosphate dehydrogenase .
(1995)Genel651): 77-80
155. Kim MG, Park HJ, Im JH, Kim ES, KOREAN JOURNAF MICROBIOLOGY AND
BIOTECHNOLOGY 34 (3): 211-215 (2006)

Kormanec, J.Novakova, R.Homerova, D.Sevcikova, B.
The Streptomyces aureofacienemologue of the sporulation gewaiH is dependent orpoZ-encoded
sigma factor.
(1999)Biochim. Biophys. Actd4441): 80-84
156. Chater KF, Chandra G, FEMS MICROBIOLOGY REVIEW0 (5): 651-672 (2006)

Kormanec, J.Potuckova, L,.Rezuchova, B.
The Streptomyces aureofaciehemologue of thevhiG gene encoding a putative sigma factor essential fo
sporulation.
(1994)GeneldJ1): 101-103
157. Chater KF, Chandra G, FEMS MICROBIOLOGY REVIEWO (5): 651-672 (2006)

Kormanec, J.Schaaff-Gerstenschlager, 1., Zimmermann, F.Kre&®, D, Kuntzel, H.
Nuclear migration irBaccharomyces cerevisigecontrolled by the highly repetitive 313 kD NUNbtotein.
(1991)MOL GEN GENER30(1-2): 277-287

158. Saito TT, Okuzaki D, Nojima H, JOURNAL OF CEBIOLOGY 173 (1): 27-33 (2006)

159. Yamashita A, Yamamoto M, GENETICS 173 (3): 2:1896 (2006)

Kormanec, J.Sevcikova, B.
Identification and transcriptional analysis of ddcshock inducible genespA in Streptomyces coelicolor
A3(2).
(2000)Mol. Genet. Genomic264 251-256
160. Mitani Y, Suzuki K, Kondo K, Okumura K, TamufraJOURNAL OF BIOTECHNOLOGY 123
(3): 259-272 (2006)

Kormanec, J.Sevcikova, B.Halgasova, N.Knirschova, R.Rezuchova, B.

Identification and transcriptional characterizatafrthe gene encoding the stress-response signw fac

sigmaH inStreptomyces coelicol@k3(2).

(2000)FEMS Microbiol. Lett189 31-38
161. Bai XD, Zhang JH, Ewing A, Miller SA, Radek Ahevchenko DV, Tsukerman K, Walunas T,
Lapidus A, Campbell JW, Hogenhout SA, JOURNAL OFBFERIOLOGY 188 (10): 3682-3696
(2006)

81



Sprava ciinnosti organizacie SAV

162. Ventura M, Canchaya C, Zhang ZD, Bernini \zgérald GF, van Sinderen D, FEMS
MICROBIOLOGY REVIEWS 30 (5): 734-759 (2006)

Kormanec, J.Sevcikova, B.Sprusansky, ©OBenada, O., Kofronova, O., Novakova, Rezuchova, B.
Potuckova, L.Homerova, D.
The Streptomyces aureofaciehemologue of thevhiB gene is essential for sporulation and its expoessi
correlates with the developmental stage.
(1998)Folia Microbiol. 43(6): 605-612

163. Chater KF, Chandra G, FEMS MICROBIOLOGY REVIEWO (5): 651-672 (2006)

Ladds, J.C., Muchova, KBlaskovic, D, Lewis, R.J., Brannigan, J.A., Wilkinson, A J.,rB& |.
The response regulator SpoOA fr@&acillus subtilisis efficiently phosphorylated iBscherichia coli
(2003)FEMS Microbiol. Lett223 153-157
164. Allenby NEE, Watts CA, Homuth G, Pragai Z, \&tig, Ward AC, Harwood CR, JOURNAL OF
BACTERIOLOGY 188 (14): 5299-5303 (2006)
165. Biswas S, Biswas |, JOURNAL OF BACTERIOLOGY81): 988-998 (2006)
166. Castilla-Llorente V, Munoz-Espin D, Villar Balas M, MEIJER WJ, EMBO JOURNAL 25 (16):
3890-3899 (2006)
167. Wen Y, Feng J, Scott DR, Marcus EA, SachsO&JRNAL OF BACTERIOLOGY 188 (5): 1750-
1761 (2006)

Leksa, V, Godar, S., Schiller, H.B., Feurtbauer, E., MuhadnA., Slezakova, KHorejsi, V., Steinstein,
P., Weidle, U.H., Binder, B.R., Stockinger, H.
TGF-beta-induced apoptosis in endothelial cellsiated by M6P/IGFII-R and mini-plasminogen.
(2005)J. Cell Sci11819): 4557-4586
168. Rich RL, Myszka DG, JOURNAL OF MOLECULAR RECOI ION 19 (6): 478-534 (2006)
169. Singh NN, Ramji DP, CYTOKINE & GROWTH FACTORERIEWS 17 (6): 487-499 (2006)

Leveque, E., Janecek, Slaye, B., Belarbi, A.

Thermophilic archaeal amylolytic enzymes.

(2000)Enzyme Microb. Technd6(1): 3-14
170. Fang TY, Tseng WC, Guo MS, Shih TY, Hung XGURNAL OF AGRICULTURAL AND
FOOD CHEMISTRY 54 (19): 7105-7112 (2006)
171. Synowiecki Z, Grzybowska B, Zdzieblo A, CRIACREVIEWS IN FOOD SCIENCE AND
NUTRITION 46 (3): 197-205 (2006)

Lewis, R.J., Brannigan, J.A., Muchova, Barak, I, Wilkinson, A.J.

Phosphorylated Aspartate in the Structure of a &espRegulator Protein.

(1999)J. Mol. Biol.294: 9-15
172. Castang S, Reverchon S, Gouet P, Nasser WRBIAU BIOLOGICAL CHEMISTRY 281
(40):29972-29987 (2006)
173. Castilla-Llorente V, Mumoz-Espin D, VILLAR [Salas M, MEIJER WJ, EMBO JOURNAL 25
(16):3890-3899 (2006)
174. Formaneck MS, Ma L, Cui Q, PROTEINS STRUCTURENCTION BIOINFORMATICS 63 (4):
846-867 (2006)
175. Gao R, Mukhopadhyay A, Fang F, Lynn DG, JOURNBACTERIOLOGY 188 (14): 5204-5211
(2006)
176. Groban ES, Narayanan A, Jacobson MP, PLOS GOWFPIONAL BIOLOGY 2(4) :238-250
(2006)
177. Guhaniyogi J, Robinson VL, Stock AM, JOURNAIOMECULAR BIOLOGY 359 (3): 624-645
(2006)
178. Nowak E, Panjikar S, Konarev P, Svergun DEKen PA, JOURNAL BIOLOGICAL
CHEMISTRY 281 (14):9659-9666 (2006)
179. Sola M, Drew DL, Blanco AG, Gomis-Ruth FX, Cdl, ACTA CRYSTALLOGRAPHICA D 62:
1046-1057 (2006)
180. Stock AM, Guhaniyogi J, JOURNAL OF BACTERIOL®@A88 (21): 7328-7330 (2006)
181. Varughese KlI, Tsigelny I, Zhao HY, JOURNAL BAERIOLOGY 188 (13): 4970-4977 (2006)

82



Sprava ciinnosti organizacie SAV

Lewis, R.J., Krzyvda, S., Brannigan, J.A., Turkerghu.P., Muchova, KDodson, E.J., Barak, I.
Wilkinson, A.J.
The crystal structure of the transactivation donwdiBpoOA.
(2000)Mol. Microbiol. 38: 198-212
182. Castilla-Llorente V, Munoz-Espin D, Villar Balas M, Meijer WJ, EMBO JOURNAL 25(16):
3890-3899 (2006)
183. Galperin MY, JOURNAL BACTERIOLOGY 188 (12): 83-4182 (2006)

Lewis, R.J., Scott, D.J., Brannigan, J.A., CertWhA., Spiegelman, G.B., Hoggett, J.G., Barak, I.
Dimer formation and transcription activation in $@orulation-response regulator SpoOA.
(2002)J. Mol. Biol.316: 235-245
184. Smits WK, Kuipers OP, Veening JW, NATURE REWE MICROBIOLOGY 4 (4): 259-271
(2006)
185. Castilla-Llorente V, Munoz-Espin D, Villar Balas M, Meijer WJ, EMBO JOURNAL 25(16):
3890-3899 (2006)
186. Galperin MY, JOURNAL BACTERIOLOGY 188 (12):496182 (2006)
187. Pham VD, Shebelut CW, Jose IR, Hodgson DA t¥hth DE, Singer M, MICROBIOLOGY
SGM 152 (6):1609-1620 (2006)

Lin, J.T., Kormanec, JHomerova, D.Kinne, R.K.
Probing of the high-affinity sodium/glucose cotraoer (SGLT1) with histidine-tagged mutants.
(1999)J MEMBR BIOL17(Q(3): 243-252
188. Gagnon DG, Bissonnette P, Lapointe JY, JOURMKA.GENERAL PHYSIOLOGY 127 (2): 145-
158 (2006)
189. Nagata K, Hata Y, BIOCHIMICA ET BIOPHYSICA AGFBIOMEMBRANES 1758 (6): 747-754
(2006)

Lin, J.T., Kormanec, JWehner, F., Wielert-Badt, S., Kinne, R.K.

High-level expression of Na+/D-glucose cotranspdi$5LT1) in a stably transfected Chinese hamster

ovary cell line.

(1998)Biochim. Biophys. Acta3732): 309-320
190. Mate A, Barfull A, Hermosa AM, Gomez-AmoresMazquez CM, Planas JM, AMERICAN
JOURNAL OF PHYSIOLOGY-REGULATORY INTEGRATIVE AND COIPARATIVE
PHYSIOLOGY 291 (3): R760-R767 (2006)

Liska, I., Bilikova, K.

Stability of polar pesticides on disposable solidige extraction precolumns.

(1998)J CHROMATOGR A95 61-69
191. Petropoulou SSE, Tsarbopoulos A, Siskos PRAIBYTICAL AND BIOANALYTICAL
CHEMISTRY 385 (8): 1444-1456' (2006)
192. Zhou QX, Xiao JP, Wang WD, Liu GG, Shi QZ, WakH, TALANTA 68 (4): 1309-1315' (2006)

Liu, T., Lu, B., Lee, I., Ondrovicova, (Kutejova, E,. Suzuki, C.K.
DNA and RNA binding by the mitochondrial Lon praseas regulated by nucleotide and protein substrate
(2004)J. Biol. Chem279 13902-13910
193. Bonte F, Scheffler IE, Roubertoux PL, de Gk®NJ , Krutmann J, Szczesny B, Chattopadhyay R,
Hazra TK, Bhakat KK, Izumi T, Wiederhold LR , Bolglo I, Mitra S, Friguet B, Zuliani T, Dumas M,
Ratinaud MH, Salvioli S, Capri M, Monti D, Santoo Barbi, BIOSCIENCE REPORTS 26 (3): 183-
201 (2006)
194. Bulteau AL, Szweda LI, Friguet B, EXPERIMENTAERONTOLOGY 41 (7): 653-657 (2006)
195. Malka F, Lombes A, Rojo M, BIOCHIMICA ET BIOPFSICA ACTA-MOLECULAR CELL
RESEARCH 1763 (5-6): 463-472 (2006)
196. Nosek J, Tomaska L, Bolotin-Fukuhara M, Miyaéd, FEMS YEAST RESEARCH 6 (3): 356-370
(2006)
197. Wang YS, Bogenhagen DF, JOURNAL OF BIOLOGICBHEMISTRY 281 (35): 25791-25802
(2006)

83



Sprava ciinnosti organizacie SAV

Ludwig, R., Salamon, J., Varga, J., Zamocky, Reterbauer, C.K., Kulbe, K.D., Haltrich, D.
Characterisation of cellobiose dehydrogenases themvhite-rot fungi Trametes pubescens and Trametes
villosa.
(2004)Appl. Microbiol. Biotechnol64: 213-222

198. Nakagame S, Furujyo A, Sugiura J, BIOSCENCBTECHNOLOGY AND BIOCHEMISTRY

70 (7): 1629-1635 (2006)

Lukacova, M, Valkova, D., Diaz, M.Q., Perecko, [Barak, .

Green fluorescent protein as a detection markeCétiella burnetii transformation.

(1999)FEMS Microbiol. Lett175 255-260
199. Felssheim RF, Herron MJ, Nelson CM, Burkhadt Barbet AF, Kurtti TJ, Munderloh UG, BMC
BIOTECHNOLOGY 6:42 (2006)

MacGregor, E.A., Janecek, Svensson, B.
Relationship of sequence and structure to spdgificithe alpha-amylase family of enzymes.
(2001)Biochim. Biophys. Acta5461): 1-20
200. Chen YS, Lee GC, Shaw JF, JOURNAL OF AGRICURRL AND FOOD CHEMISTRY 54
(19): 7098-7104 (2006)
201. Ernst HA, Lo Leggio L, Willemoes M, Leonard Bum P, Larsen S, JOURNAL OF
MOLECULAR BIOLOGY 358 (4): 1106-1124 (2006)
202. Fang TY, Tseng WC, Chung YT, Pan CH, JOURNALAGRICULTURAL AND FOOD
CHEMISTRY 54 (10): 3585-3590 (2006)
203. Fang TY, Tseng WC, Guo MS, Shih TY, Hung XGURNAL OF AGRICULTURAL AND
FOOD CHEMISTRY 54 (19): 7105-7112 (2006)
204. Fisher Sz, Govindasamy L, Tu CK, Agbandje-MeKa M, Silverman DN, Rajaniemi HJ,
McKenna R, ACTA CRYSTALLOGRAPHICA SECTION F-STRUCTRAL BIOLOGY AND
CRYSTALLIZATION COMMUNICATIONS 62 (2): 88-93 (2006)
205. Gilis D, JOURNAL OF CHEMICAL INFORMATION AND MDDELING 46 (3): 1509-1516
(2006)
206. Habibi AE, Khajeh K, Naderi-Manesh H, RanjBaNemat-Gorgani M, JOURNAL OF
BIOTECHNOLOGY 123 (4): 434-442 (2006)
207. Junior AV, do Nascimento JRO, Lajolo FM, JOURNOF AGRICULTURAL AND FOOD
CHEMISTRY 54 (21): 8222-8228 (2006)
208. Kobayashi A, Tonozuka T, Sato K, Suyama Maias Nyamdawaa B, Sakaguchi M, Sakano Y,
BIOSCIENCE BIOTECHNOLOGY AND BIOCHEMISTRY 70 (2):9%6-499 (2006)
209. Kuriki T, TRENDS IN GLYCOSCIENCE AND GLYCOTEQROLOGY 18 (100): 137-145 (2006)
210. Lee S, Oneda H, Minoda M, Tanaka A, Inouyd ®JRNAL OF BIOCHEMISTRY 139 (6): 997-
1005 (2006)
211. Marin D, Linde D, Lobato MF, YEAST 23 (2): 2125 (2006)
212. Marion CL, Rappleye CA, Engle JT, Goldman WE)LECULAR MICROBIOLOGY 62 (4): 970-
983 (2006)
213. Mikami B, lwamoto H, Malle D, Yoon HJ, Demirk&arikaya E, Mezaki Y, Katsuya Y,
JOURNAL OF MOLECULAR BIOLOGY 359 (3): 690-707 (20p6
214. Morita T, Tanaka N, Hosomi A, Giga-Hama Y, &ghwa K, BIOSCIENCE BIOTECHNOLOGY
AND BIOCHEMISTRY 70 (6): 1454-1463 (2006)
215. Ramsay AG, Scott KP, Martin JC, Rincon MTpEHJ, MICROBIOLOGY-SGM 152 (11): 3281-
3290 (2006)
216. Saburi W, Mori H, Saito S, Okuyama M, KimuraBAOCHIMICA ET BIOPHYSICA ACTA-
PROTEINS AND PROTEOMICS 1764 (4): 688-698 (2006)
217. Stam MR, Danchin EGJ, Rancurel C, Coutinho Abhrissat B, PROTEIN ENGINEERING
DESIGN & SELECTION 19 (12): 555-562 (2006)
218. Tang SY, Yang SJ, Cha HJ, Woo EJ, Park C, REtBIOCHIMICA ET BIOPHYSICA ACTA-
PROTEINS AND PROTEOMICS 1764 (10): 1633-1638 (2006)
219. van Hijum SAFT, Kralj S, Ozimek LK, Dijkhuizdn van Geel-Schutten IGH, MICROBIOLOGY
AND MOLECULAR BIOLOGY REVIEWS 70 (1): 157-176 (2006

84



Sprava ciinnosti organizacie SAV

220. Wang JR, Yan ZH, Wei YM, Nevo E, Baum BR, Zéfi., JOURNAL OF CEREAL SCIENCE
43 (3): 360-368 (2006)

Machovic, M, Janecek, S.

The invariant residues in the alpha-amylase fanilst the catalytic triad.

(2003)Biologia58(6): 1127-1132
221. Kandra L, Abou Hachem M, Gyemant G, KramhgfSBensson B, FEBS LETTERS 580 (21):
5049-5053 (2006)

Machovic, M, Svensson, B., MacGregor, E.A., Janecek, S.
A new clan of CBM families based on bioinformatafsstarch-binding domains from families CBM20 and
CBM21.
(2005)FEBS J27221): 5497-5513
222. Chou WI, Pai TW, Liu SH, Hsiung BK, Chang MOBIOCHEMICAL JOURNAL 396 (3): 469-
477 (2006)
223. Dekker N, de Haan A, Hochstenbach F, FEBS LHRS 580 (13): 3099-3106 (2006)
224. Girard JM, Le KHD, Lederer F, BIOCHIMIE 88 ()12961-1971 (2006)
225. Hashimoto H, CELLULAR AND MOLECULAR LIFE SCIEGES 63 (24): 2954-2967 (2006)
226. Niittyla T, Comparot-Moss S, Lue WL, Mess@&liTrevisan M, Seymour MDJ, Gatehouse JA,
Villadsen D, Smith SM, Chen JC, Zeeman SC, Alisdd, NOURNAL OF BIOLOGICAL CHEMISTRY
281 (17): 11815-11818 (2006)
227. Stam MR, Danchin EGJ, Rancurel C, Coutinho Rbhrissat B, PROTEIN ENGINEERING
DESIGN & SELECTION 19 (12): 555-562 (2006)

Majtan, T, Bukovska, G.Timko, J.

DNA microarray — technique and applications in mwintal systems.

(2004)Folia Microbiol. 496): 635-664
228. Bramucci M, Nagarajan V, CURRENT OPINION INGROBIOLOGY 9 (3): 275-278 (2006)
229. Dmitriev A, Yang YH, Shen AD, Totolian A, FOAIMICROBIOLOGICA 51 (3): 229-235 (2006)

Majtan, J, Kovacova, E., Bilikova, K.Simuth, J.
The immunostimulatory effect of the recombinantlbipainl - major honeybee royal jelly protein on
TNFalpha release.
(2006)Int. Immunopharmacob(2): 269-278
230. Erem C, Deger O, Ovali E, Barlak Y, 'ENDOCRIBI&E(2): 175-183' (2006)

Markovic, O., Janecek, S.
Pectin degrading glycoside hydrolases of familysgjuence-structural features, specificities amtugon.
(2001)Protein Eng. Des. Sel4(9): 615-631
231. Frati F, Galletti R, De Lorenzo G, Salernadenti E, EUROPEAN JOURNAL OF
ENTOMOLOGY 103 (3): 515-522 (2006)
232. Juge N, TRENDS IN PLANT SCIENCE 11 (7): 35938006)
233. Marques MR, Buckeridge MS, Braga MR, Diett8¥1C, MYCOPATHOLOGIA 162 (5): 337-346
(2006)

Markovic, O., Janecek, S.

Pectin methylesterases: sequence-structural feadumct phylogenetic relationships.

(2004)Carbohydr. Res33913): 2281-2295
234. Bosch M, Hepler PK, PLANTA 223 (4): 736-749(B)
235. Dorokhov YL, Skurat EV, Frolova OY, Gasanow4 Tvanov PA, Ravin NV, Skryabin KG,
Makinen KM, Klimyuk VI, Gleba YY, Atabekov JG, FEBETTERS 580 (13): 3329-3334 (2006)
236. Louvet R, Cavel E, Gutierrez L, Guenin S, RdgeGillet F, Guerineau F, Pelloux J, PLANTA 224
(4): 782-791 (2006)

Miticka, H., Rezuchova, BHomerova, D.Roberts, M., Kormanec, J.
Identification of nucleotides critical for activityf the sigmaE-dependemoEp3promoter inSalmonella

85



Sprava ciinnosti organizacie SAV

entericaserovar Typhimurium.

(2004)FEMS Microbiol. Lett2381): 227-233
237. Johansen J, Rasmussen AA, Overgaard M, Vialelainsen P, JOURNAL OF MOLECULAR
BIOLOGY 364 (1): 1-8 (2006)
238. Lane WJ, Darst SA, PLOS BIOLOGY 4 (9): 149D052006)

Miticka, H., Rowley, G., Rezuchova, Bdomerova, D.Humphreys, S., Farn, J., Roberts, M., Kormanec, J
Transcriptional analysis of thpoE gene encoding extracytoplasmic stress respons@dactor sigmak in
Salmonella entericaerovar Typhimurium.
(2003)FEMS Microbiol. Lett226 307-314
239. Johansen J, Rasmussen AA, Overgaard M, Vialelainsen P, JOURNAL OF MOLECULAR
BIOLOGY 364 (1): 1-8 (2006)
240. Papenfort K, Pfeiffer V, Mika F, Lucchini Sintbn JCD, Vogel J, MOLECULAR
MICROBIOLOGY 62 (6): 1674-1688 (2006)

Muchova, K, Kutejova, E, Pribisova, L, Wilkinson, A.J., Barak, I.

Bacillus subtilis division protein DivIVA - scredor stable oligomer state conditions.

(2002)Acta Crystallogr. D68: 1542-1543
241. Harry E, Monahan L, Thompson L, INTERNATIONAREVIEW OF CYTOLOGY A SURVEY
OF CELL BIOLOGY 253: 27-94 (2006)

Muchova, K, Lewis, R.J., Brannigan, J.A., Offen, W., BrownPD Barak, |.Youngman, P., Wilkinson,
AJ.
Cloning, purification and crystallisation of distzelomains of SpoOA, the primary sporulation resgon
regulator of Bacillus.
(1999)Acta Crystallogr. Db65; 671-676

242. Rueckert A, Ronimus RS, Morgan HW, FOOD MICROBOGY 23 (3): 220-230 (2006)

Muchova, K, Lewis, R.J., Perecko, [Brannigan, J.A., Ladds, J.C., Leech, A., Wilkinsé.J., Barak, |.
Dimer induced signal propagation in SpoOA.
(2004)Mol. Microbiol. 53(3): 829-842
243. Castilla-Llorente V, Munoz-Espin D, Villar Balas M, Meijer WJ, EMBO JOURNAL 25
(16):3890-3899 (2006)

Novakova, R.Bistakova, J.Homerova, D.Rezuchova, B Feckova, L,.Kormanec, J.
Cloning and characterization of a new polyketidetkgise gene cluster 8treptomyces aureofacieG€M
3239.
(2004)DNA Seq15(3): 188-195
244. Yoo A, Demirev AV, Lee JS, Kim SD, Nam DH, JRNAL OF MICROBIOLOGY 44 (6): 649-
654 (2006)

Novakova, R.Bistakova, J.Homerova, D.Rezuchova, B Kormanec, J.
Cloning and characterization of a polyketide syathgene cluster involved in biosynthesis of a psedo
angucycline-like polyketide auricin Btreptomyces aureofacie@€M 3239.
(2002)Gene297(1-2): 197-208
245. Hill AM, NATURAL PRODUCT REPORTS 23 (2): 2583 (2006)
246. Huang Y, Wendt-Pienkowski E, Shen B, JOURNAE BIOLOGICAL CHEMISTRY 281 (40):
29660-29668 (2006)

Novakova, R.Homerova, D.Feckova, L.Kormanec, J.
Characterization of a regulatory gene essentiahi@mproduction of the angucyclinelike polyketidgilaiotic
auricin inStreptomyces aureofacie@€M 3239.
(2005)Microbiology-(UK)151(8): 2693-2706
247. Bate N, Bignell DRD, Cundliffe E, MOLECULAR IBROBIOLOGY 62 (1): 148-156 (2006)
248. Takano E, CURRENT OPINION IN MICROBIOLOGY 9)(287-294 (2006)
249. van Berkel WJH, Kamerbeek NM, Fraaije MW, JOIMR OF BIOTECHNOLOGY 124 (4): 670-
689 (2006)

86



Sprava ciinnosti organizacie SAV

Novakova, R.Homerova, D.Kinne, R.K., Kinne-Saffran, E., Lin, J.T.
Identification of a Region Critically Involved ih¢ Interaction of Phlorizin with the Rabbit Sodiln-
Glucose Cotransporter SGLT1.
(2001)J MEMBR BIOL184(1): 55-60
250. Nagata K, Hata Y, BIOCHIMICA ET BIOPHYSICA AGFBIOMEMBRANES 1758 (6): 747-754
(2006)

Ondrovicova, G.Liu, T., Singh, K., Tian, B., Li, H., Gakh, O.eRcko, D, Janata, J., Granot, Z., Orly, J.,
Kutejova, E, Suzuki, C.K.
Cleavage site selection within a folded substrgtthb mitochondrial ATPdependent Lon protease.
(2005)J. Biol. Chem280 25103-25110
251. Bulteau AL, Szweda LI, Friguet B, EXPERIMENTAERONTOLOGY 41 (7): 653-657 JUL
2006 (2006)
252. Frase H, Hudak J, Lee |, BIOCHEMISTRY 45 (B264-8274 JUL 11 2006 (2006)
253. Okuno T, Yamanaka K, Ogura T, GENES TO CELLK3): 261-268 MAR 2006 (2006)
254. Rotanova TV, Botos |, Melnikov EE, Rasulova3gastchina A, Maurizi MR, Wlodawer A,
PROTEIN SCIENCE 15 (8): 1815-1828 AUG 2006 (2006)
255. Yamazaki T , Take, Matsuoka C, Gendou M, 1zBnZhao D, Artemenko I, Jefcoate CR,
Kominami S, BIOCHIMICA ET BIOPHYSICA ACTA-PROTEIN&ND PROTEOMICS 1764 (10):
1561-1567 (2006)

Oravcova, K., Kaclikova, E., Krascenicsova, K., @dlo, D, Brezna, B., Siekel, P., Kuchta, T.
Detection and quantification of Listeria monocytogs by 5'-nuclease polymerase chain reaction tagget
the actA gene.
(2006)Lett. Appl. Microbiol 42(1): 15-18
256. Janzten MM, Navas J, Corujo A, Moreno R, Logekartinez-Suarez JV, SPANISH JOURNAL
OF AGRICULTURAL RESEARCH 4 (3): 235-247 (2006)

Oslancova, A.Janecek, S.
Oligo-1,6-glucosidase and neopullulanase enzymfagiilies from the a-amylase family defined by tHhf
conserved sequence region.
(2002)CMLS-Cell. Mol. Life Scb9(11): 1945-1959
257. Stam MR, Danchin EGJ, Rancurel C, Coutinho Abhrissat B, PROTEIN ENGINEERING
DESIGN & SELECTION 19 (12): 555-562 (2006)
258. Tang K, Utairungsee T, Kanokratana P, SripRRnGhampreda V, Eurwilaichitr L, Tanapongpipat
S, FEMS MICROBIOLOGY LETTERS 260 (1): 91-99 (2006)
259. Tang SY, Le QT, Shim JH, Yang SJ, Auh JH, RarRark KH, FEBS JOURNAL 273 (14): 3335-
3345 (2006)

Pace, C.N., Hebert, E.J., Shaw, K., Schell, D.hBWt, Krajcikova, D, Sevcik, J.Wilson, K.S., Dauter, Z.
Conformational Stability and Thermodynamics of Faddof Ribonucleases Sa, Sa2, and Sa3.
(1998)J. Mol. Biol.279 271-286
260. Correia AR, Adinolfi S, Pastore A, Gomes CNDBHEMICAL JOURNAL 398: 605-611 Part 3
(2006)
261. Kouza M, Li MS, O'Brien EP, Hu CK, Thirumal2j JOURNAL OF PHYSICAL CHEMISTRY A
110 (2): 671-676 (2006)
262. Leich F, Koditz J, Ulbrich-Hofman R, Arnold IODURNAL OF MOLECULAR BIOLOGY 358
(5): 1305-1313 (2006)
263. Summer H, Bruderer R, Weber-Ban E, JOURNALSJRUCTURAL BIOLOGY 156 (1): 120-
129 (2006)

Pace, C.N., Horn, G., Hebert, E.J., Bechert, ABWSK., Urbanikova, L,.Scholtz, J.M., Sevcik, J.
Tyrosine Hydrogen Bonds Make a Large Contributm®totein Stability.
(2001)J. Mol. Biol.312 393-404

264. Cuff AL, Janes RW, Martin ACR, BIOINFORMATICR (12): 1464-1470 (2006)

87



Sprava ciinnosti organizacie SAV

265. Ferrone M, Perrone F, Tamborini E, Paneni M8meglia M , Suardi S, Pastore E, Delia D, Pierott
MA , Pricl S, Pilotti S, MOLECULAR CANCER THERAPEUTS 5 (6): 1467-1473 (2006)

266. Kaushik JK, limura S, Ogasahara K, Yamagat8egawa Sl, Yutani K, : BIOCHEMISTRY 45

(23): 7100-7112 (2006)

267. Wang M, Wales TE, Fitzgerald MC, PROCEEDINGSTHE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA 103 (8BaD-2604 (2006)

Piknova, L., Kaclikova, E., Pangallo, ,olek, B, Kuchta, T.
Quantification of Salmonella by 5'-Nuclease Reahd@iPolymerase Chain Reaction Targeted to fimC Gene.
(2005)Curr. Microbiol. 50(1): 38-42
268. Glynn B, Lahiff S, Wernecke M, Barry T, Smit, Maher M, INTERNATIONAL JOURNAL OF
DAIRY TECHNOLOGY 59 (2): 126-139 (2006)
269. Seo KH, Valentin-Bon IE, Brackett RE, JOURNAE FOOD PROTECTION 69 (3): 639-643
(2006)

Potuckova, L,.Kelemen, G.H., Findlay, K.C., Lonetto, M.A., Bugtr, M.J., Kormanec, J.
A new RNA polymerase sigma factor, sigmaF, is remjlifor the late stages of morphological differatnbin
in Streptomycespp.
(1995)Mol. Microbiol. 17(1): 37-48
270. Chater KF, Chandra G, FEMS MICROBIOLOGY REVIEWO (5): 651-672 (2006)
271. Jakimowicz D, Mouz S, Zakrzewska-Czerwinsk@hhter KF, JOURNAL OF BACTERIOLOGY
188 (5): 1710-1720 (2006)
272. Lee K, Joo HS, Yang YH, Song E, Kim BG, JOURNAF MICROBIOLOGY AND
BIOTECHNOLOGY 16 (3): 331-348 (2006)
273. Wang HA, Qin L, Lu P, Pang ZX, Deng ZX, ZhaB,@CTA BIOCHIMICA ET BIOPHYSICA
SINICA 38 (4): 271-280 (2006)

Prepiak, B.Chromikova, Z.Barak, .

Use of two-hybrid system in Bacillus subtilis: Detien of FtsZ protein partners.

(2001)Folia Microbiol. 46: 292-296
274. Vidal-Aroca F, Giannattasio M, Brunelli E, \#zes A, Plevani P, Muzi-Falconi M, Bertoni G,
BIOTECHNIQUES 40(4): 433-434 (2006)

Puskarova, A.Ferianc, B.Kormanec, JHomerova, D.Farewell, A., Nystrom, T.
Regulation ofyodAencoding a novel cadmium-induced proteifgtherichia coli
(2002)Microbiology-(UK)146(12): 3801-3811
275. Sigdel TK, Easton JA, Crowder MW, JOURNAL ORGTERIOLOGY 188 (18): 6709-6713
(2006)

Razet, R., Thomet, U., Furtmuller, R., Jursky,$tgel, E., Sieghart, W., Dodd, R.H.
Use of bicuculline, a GABA antagonist, as a tengfat the development of a new class of ligandsviingp
positive allosteric modulation of the GABA(A) redep
(2000)Bioorg. Med. Chem. Lett((22): 2579-2583
276. Bhutoria S, Mukherjee PK, Chhabra S, GhoshaENTERS IN DRUG DESIGN & DISCOVERY
3 (1): 1-8 (2006)

Reiser, v., Gasperik, J.
Purification and characterization of the cell-wadlsociated and extracellular alpha-glucosidases fro

Saccharomycopsis fibuligera.

(1995)Biochem J15(308): 753-760
277. Jansen MLA, Krook DJJ, De Graaf K, van Dijkiéh Pronk JT, de Winde JH, FEMS YEAST
RESEARCH 6 (6): 888-901 (2006)
278. Marin D, Linde D, Lobato MF, YEAST 23 (2): 2125 (2006)
279. Peres MFS, Souza CS, Thomaz D, de Souza A&;d. &, PROCESS BIOCHEMISTRY 41 (1):
20-27 (2006)

Rezuchova, B.Miticka, H., Homerova, D.Roberts, M., Kormanec, J.

88



Sprava ciinnosti organizacie SAV

New members of thEscherichia colisigmaE regulon identified by a two-plasmid system.

(2003)FEMS Microbiol. Lett225 1026-1027
280. Babb K, Bykowski T, Riley SP, Miller MC, DeMdt, Stevenson B, JOURNAL OF
BACTERIOLOGY 188 (12): 4331-4339 (2006)
281. Bianco C, Imperlini E, Calogero R, SenatordBoresano A, Carpentieri A, Pucci P, Defez R,
ARCHIVES OF MICROBIOLOGY 185 (5): 373-382 (2006)
282. Costanzo A, Ades SE, JOURNAL OF BACTERIOLOG8113): 4627-4634 (2006)
283. Domenech-Sanchez A, Benedi VJ, Martinez-Mattin, Alberti S, CLINICAL MICROBIOLOGY
AND INFECTION 12 (9): 936-940 (2006)
284. Douchin V, Bohn C, Bouloc P, JOURNAL OF BIOL@AL CHEMISTRY 281 (18): 12253-
12259 (2006)
285. Figueroa-Bossi N, Lemire S, Maloriol D, BalbarR, Casadesus J, Bossi L, MOLECULAR
MICROBIOLOGY 62 (3): 838-852 (2006)
286. Johansen J, Rasmussen AA, Overgaard M, Vialelainsen P, JOURNAL OF MOLECULAR
BIOLOGY 364 (1): 1-8 (2006)
287. Koide T, Vencio RZN, Gomes SL, JOURNAL OF BAERIOLOGY 188 (16): 5821-5830 (2006)
288. Redford P, Welch RA, INFECTION AND IMMUNITY 7&r): 4030-4038 (2006)
289. Rhodius VA, Suh WC, Nonaka G, West J, Gross40S BIOLOGY 4 (1): 43-59 (2006)
290. Sperandeo P, Pozzi C, Deho G, Polissi A, RESBA IN MICROBIOLOGY 157 (6): 547-558
(2006)
291. Wollmann P, Zeth K, ACTA CRYSTALLOGRAPHICA SHEGN F-STRUCTURAL BIOLOGY
AND CRYSTALLIZATION COMMUNICATIONS 62 (9): 895-89§2006)

Rowley, G., Spector, M., Kormanec, Roberts, M.

Pushing the envelope: extracytoplasmic stress nsgsan bacterial pathogens.

(2006)Nat. Rev. Microbiol4(5): 383-394
292. Papenfort K, Pfeiffer V, Mika F, Lucchini Sintbn JCD, Vogel J, MOLECULAR
MICROBIOLOGY 62 (6): 1674-1688 (2006)
293. Wecke T, Veith B, Ehrenreich A, Mascher T, RNAL OF BACTERIOLOGY 188 (21): 7500-
7511 (2006)

Rowley, G., Stevenson, A., Kormaneg,Roberts, M.
Effect of inactivation oflegSon Salmonella entericaerovar Typhimuriunn vitro andin vivo.
(2005)Infect. Immun73(1): 459-463
294. Figueroa-Bossi N, Lemire S, Maloriol D, BalbarR, Casadesus J, Bossi L, MOLECULAR
MICROBIOLOGY 62 (3): 838-852 (2006)
295. Mo E, Peters SE, Willers C, Maskell DJ, Creal&, MICROBIAL PATHOGENESIS 41 (4-5):
174-182 (2006)

Schaefer, L., Beck, K.F., Raslik, Walpen, S., Mihalik, D., Micegova, M., Macako¥a, Schonherr, E.,
Seidler, D.F., Varga, J., Schaefer, R.M., KresseP¥eilshifter, J.
Biglycan, a nitric oxide-regulated gene, affecthesion, growth, and survival of mesangial cells.
(2003)J. Biol. Chem27828): 26227-26237
296. Bartlett JD, Ganss B, Goldberg M, MoradiandBld, Paine ML, Snead ML, Wen X, White SN,
Zhou YL, CURRENT TOPICS IN DEVELOPMENTAL BIOLOGY, UL 74 CURRENT TOPICS IN
DEVELOPMENTAL BIOLOGY 74: 57-+ (2006)

297. Bollain-Y-Goytia J, Meza-Lamas E, Lopez A, PosDiaz E, Rodriguez-Padilla C, Herrera-Esparza

R, JOURNAL OF BIOLOGICAL RESEARCH-THESSALONIKI 6:311-138 (2006)
298. Schmidt A, Lorkowski S, Seidler D, Breitha€ltBuddecke E, EUROPEAN JOURNAL OF
CLINICAL INVESTIGATION 36 (7): 473-482 (2006)

Schaefer, L., Grone, H.J., Raslik,Robenek, H., Ugorcakova, Budny, S., Schaefer, R.M., Kresse, H.
Small proteoglycans of normal adult human kidnestiict expression patterns of decorin, biglycan,
fibromodulin, and lumican.
(2000)Kidney Int.58(4): 1557-1568
299. Grangvist ABR, Ebefors K, Saleem MA, Mathie®W, Haraldsson B, Nystrom JS, AMERICAN
JOURNAL OF PHYSIOLOGY-RENAL PHYSIOLOGY 291 (4): F2ZZ730 (2006)

89



Sprava ciinnosti organizacie SAV

300. Pecly IMD, Goncalves RG, Rangel EP, Takiya Thhoada FS, Martinusso CA, Pavao MSG,
Leite M, NEPHROLOGY DIALYSIS TRANSPLANTATION 21 (5)1212-1222 (2006)

Schaefer, L., Hausser, H., Altenburger, M., Ugoosak J, August, C., Fisher, L.W., Schaefer, R.M.,
Kresse, H.
Decaorin, biglycan and their endocytosis receptaairrenal cortex.
(1998)Kidney Int.54(5): 1529-1541
301. Hartner A, Schaefer L, Porst M, Cordasic Nhi@d A, Klanke B, Reinhardt DP, Hilgers KF,
AMERICAN JOURNAL OF PHYSIOLOGY-RENAL PHYSIOLOGY 29(6): F1329-F1336 (2006)

Schaefer, L., Macakova, K., Raslik, Micegova, M., Grone, H.J., Schonherr, E., RobehkekEchtermeyer,
F.G., Grassel, S., Bruckner, P., Schaefer, R.MzdpR.V., Kresse, H.
Absence of decorin adversely influences tubulostitgal fibrosis of the obstructed kidney by enheahc
apoptosis and increased inflammatory reaction.
(2002)Am. J. Pathol16Q(3): 1181-1191
302. Pecly IMD, Goncalves RG, Rangel EP, Takiya Thhoada FS, Martinusso CA, Pavao MSG,
Leite M, NEPHROLOGY DIALYSIS TRANSPLANTATION 21 (5)1212-1222 (2006)
303. Aszodi A, Legate KR, Nakchbandi I, FassleARNUAL REVIEW OF CELL AND
DEVELOPMENTAL BIOLOGY 22: 591-621 (2006)
304. Chevalier RL, NATURE CLINICAL PRACTICE NEPHR@GY 2 (3): 157-168 (2006)
305. Fadic R, Mezzano V, Alvarez K, Cabrera D, Hgilem J, Brandan E, JOURNAL OF CELLULAR
AND MOLECULAR MEDICINE 10 (3): 758-769 (2006)
306. Jarvelainen H, Puolakkainen P, Pakkanen SyBEl , Hook M, lozzo RV, Sage EH, Wight TN,
WOUND REPAIR AND REGENERATION 14 (4): 443-452 (2006
307. Learn CA, Fecci PE, Schmittling RJ, Xie WHiari I, Mitchell DA, Archer GE, Wei ZZ,
Dressman H, Sampson JH, CLINICAL CANCER RESEARCH24): 7306-7315 (2006)
308. Mannon RB, AMERICAN JOURNAL OF TRANSPLANTATIOHNI (5): 867-875 Part 1 (2006)
309. Qi WE, Chen XM, Poronnik P, Pollock CA, INTERNIONAL JOURNAL OF BIOCHEMISTRY
& CELL BIOLOGY 38 (1): 1-5 (2006)
310. Wolf G, Bohlender J, Bondeva T, Roger T, Th&sWenzell UO, JOURNAL OF THE
AMERICAN SOCIETY OF NEPHROLOGY 17 (6): 1585-1593)(b)
311. Zen AA, Caligiuri G, Sainz J, Lemitre M, Derers C, Lafont A, ATHEROSCLEROSIS 187 (1):
31-39 (2006)

Schaefer, L., Raslik,,IGrone, H.J., Schonherr, E., Macakova, K., UgargakJ, Budny, S., Schaefer,
R.M., Kresse, H.
Small proteoglycans in human diabetic nephropdihscrepancy between glomerular expression and
protein accumulation of decorin, biglycan, lumicang fibromodulin.
(2001)FASEB Journalls: 559-561
312. Koninger J, Giese NA, Bartel M, di Mola FFrBerat PO, di Sebastiano P, Giese T, Buchler MW,
Friess H, JOURNAL OF CLINICAL PATHOLOGY 59 (1): 227 (2006)
313. Tannock LR, DIABETOLOGIA 49 (5): 1115-1116 (8)

Schmitzova, J., Klaudiny, J., Albert, S., Schroeldlér, Schreckengost, W., Hanes, J., Simuth, J.

A family of major royal jelly proteins of the honegeApis melliferal.

(1998)CMLS-Cell. Mol. Life Scb4: 1020-1030
314. Drapeau MD, Albert S, Kucharski R, Prusko Glédzka R, 'GENOME RESEARCH 16 (11):
1385-1394' (2006)
315. Xia AH, Zhou QX, Yu LL, Li WG, Yi YZ, Zhang YZZhang ZF, 'BMC GENOMICS 7: Art. No. 7'
(2006)

Senn, M.M., Giachino, P., Homerova, Bteinhuber, A., Strassner, J., Kormaned;llickiger, U., Berger-
Bachi, B., Bischoff, M.
Molecular analysis and organization of the sigm@aBron inStaphylococcus aureus
(2005)J. Bacteriol.187(3): 8006-8019
316. Inose Y, Takeshita SL, Hidaka T, HigashideMdruyama A, Hayashi H, Morikawa K, Ohta T,
JOURNAL OF GENERAL AND APPLIED MICROBIOLOGY 52 (559-271 (2006)

90



Sprava ciinnosti organizacie SAV

317. Koprivnjak T, Mlakar V, Swanson L, FournierBeschel A, Weiss JP, JOURNAL OF
BACTERIOLOGY 188 (10): 3622-3630 (2006)

318. Palma M, Bayer A, Kupferwasser LI, Joska Tavan MR, Cheung A, JOURNAL OF
BACTERIOLOGY 188 (16): 5896-5903 (2006)

319. Shaw LN, Aish J, Davenport JE, Brown MC, LitgJK, Simmonite K, Crossley H, Travis J,
Potempa J, Foster SJ, JOURNAL OF BACTERIOLOGY 1BB:(6070-6080 (2006)

Sevcik, J, Dauter, Z., Lamzin, V.S., Wilson, K.S.

Atomic resolution data reveal flexibility in therstture of RNase Sa.

(2002)Acta Crystallogr. D568: 1307-1313
320. Schrift GL, Waldron TT, Timmons MA, RamaswaBiyKearney WR, Murphy KP, JOURNAL OF
MOLECULAR BIOLOGY 355 (1): 72-84 (2006)

Sevcik, J. Dauter, Z., Lamzin, V.S., Wilson, K.S.

Ribonuclease from Streptomyces aureofaciens atiat@solution.

(1996)Acta Crystallogr. D62 327-334
321. Hakanpaa J, Linder M, Popov A, Schmidt A, Roer J, ACTA CRYSTALLOGRAPHICA
SECTION D-BIOLOGICAL CRYSTALLOGRAPHY 62: 356-367 Rat (2006)
322. Livesay DR, Jacobs DJ, Kanjanapangka J, Ch€aitez H, Garcia J, Kidd P, Marquez MP, Pande
S, Yang D, JOURNAL OF CHEMICAL THEORY AND COMPUTATDN 2 (4): 927-938 (2006)

Sevcik, J. Dodson, E.J., Dodson, G.G.
Determination and Restrained Least Squares Refimeofiehe Crystal Structure of Ribonuclease Saitnd
Complex with 3'-guanylic acid at 1.8 A Resolution.
(1991)Acta Crystallogr. Sect. B-Struct. Séi: 240-253
323. Schrift GL, Waldron TT, Timmons MA, RamaswaBiyyKearney WR, Murphy KP, JOURNAL OF
MOLECULAR BIOLOGY 355 (1): 72-84 (2006)

Sevcik, J. Hostinova, E.Solovicova, A. Gasperik, J.Dauter, Z., Wilson, K.S.
Structure aof the complex of a yeast glucoamylatie acarbose reveals the presence of a raw standing
site on catalytic domain.
(2006)FEBS J27310): 2161-2171
324. Machovic M, Janecek S, CELLULAR AND MOLECULARFE SCIENCES 63 (23): 2710-2724
(2006)

Sevcik, J,. Urbanikova, L. Kostan, J.Janda, L., Wiche, G.

Actin-binding domain of mouse plectin: crystal sture and binding to vimentin.

(2004)Eur. J. Biochem271: 1873-1884
325. Borrego-Diaz E, Kerff F, Lee SH, Ferron FYLiDominguez R, JOURNAL OF STRUCTURAL
BIOLOGY 155 (2): 230-238 (2006)
326. Litiens SHM, de Pereda JM, Sonnenberg A, TREND CELL BIOLOGY 16 (7): 376-383 (2006)
327. Zou YM, He LN, Huang SH, BIOCHEMICAL AND BIOP¥SICAL RESEARCH
COMMUNICATIONS 351 (3): 625-630 (2006)

Sevcikova, B.Benada, O., Kofronova, Q., Kormanec, J.
Stress-response sigma factor sigmaH is essentieddgohological differentiation dbtreptomyces
coelicolorA3(2).
(2001)Arch Microbiol.1771): 98-106
328. Lee K, Joo HS, Yang YH, Song E, Kim BG, JOURN2F MICROBIOLOGY AND
BIOTECHNOLOGY 16 (3): 331-348 (2006)

Sevcikova, B.Kormanec, J.
Differential production of two antibiotics &treptomyces coelicol@3(2), actinorhodin and
undecylprodigiosin, upon salt stress conditions.
(2004)Arch Microbiol. 181(5): 384-389
329. Williamson NR, Fineran PC, Leeper FJ, Salm@BReC, NATURE REVIEWS MICROBIOLOGY 4
(12): 887-899 (2006)

91



Sprava ciinnosti organizacie SAV

Simuth, J, Bilikova, K., Kovacova, E., Kuzmova, Z., Schroeder, W.
Immunochemical approach to detection of adultenatichoney: physiologically active royal jelly penh
stimulating TNF-alpha release is a regular compbothoney.
(2004)J. Agric. Food Chenb2 2154-2158
330. Erem C, Deger O, Ovali E, Barlak Y, 'ENDOCRIBIE(2): 175-183' (2006)
331. Xia AH, Zhou QX, Yu LL, Li WG, Yi YZ, Zhang YZZhang ZF, 'BMC GENOMICS 7: Art. No. 7'
(2006)

Skovierova, H.Rowley, G., Rezuchova, Bdomerova, D.Lewis, C., Roberts, M., Kormanec, J.
Identification of the sigmaE regulon 8&Imonella entericaerovar Typhimurium.
(2006)Microbiology-(UK)1525): 1347-1359
332. Figueroa-Bossi N, Lemire S, Maloriol D, BalbarR, Casadesus J, Bossi L, MOLECULAR
MICROBIOLOGY 62 (3): 838-852 (2006)
333. Papenfort K, Pfeiffer V, Mika F, Lucchini Sirtbn JCD, Vogel J, MOLECULAR
MICROBIOLOGY 62 (6): 1674-1688 (2006)
334. Vogel J, Papenfort K, CURRENT OPINION IN MICB@LOGY 9 (6): 605-611 (2006)

Slavikova, M., Kocakova, P., Slovak, M., VancovaHajnicka, V., Gasperik, J-uchsberger, N., Nutall,
P.A.
Vesicular stomatitis virus nucleocapsid proteinduction in cells treated with selected fast protejaid
chromatography fractions of tick salivary glandragts.
(2002)Acta Virol.46(2): 117-120

335. Titus RG, Bishop JV, Mejia JS, PARASITE IMMUNOGY 28 (4): 131-141 (2006)

Stahlberg, H., Kutejova, EMuchova, K, Gregorini, M., Lustig, A., Muller, S.A., OlivierV., Engel, A.,
Wilkinson, A.J., Barak, I.
Oligomeric structure of the Bacillus subtilis cgiVision protein DivIVA determined by transmission
electron microscopy.
(2004)Mol. Microbiol. 52 1281-1290
336. Ausmees N, JOURNAL OF MOLECULAR MICROBIOLOGYN® BIOTECHNOLOGY 11 (3-
5): 152-158 (2006)
337. Huang KC, Mukhopadhyay R, Wingreen NS, PLOMMPOTATIONAL BIOLOGY 2 (11): 1357-
1364 (2006)
338. Huittema E, Viollier PH, TRENDS IN MICROBIOLOG14 (6): 247-248 (2006)
339. Margolin W, CURRENT BIOLOGY 16 (3): R85-87 (#)

Stahlberg, H., Kutejova, ESuda, K., Wolpensinger, B., Lustig, A., Schatz,Ehgel, A., Suzuki, C.K.
Mitochondrial Lon ofSaccharomyces cerevisiaea ring-shaped protease with seven flexible sitbu
(1999)Proc. Natl. Acad. Sci. U. S. 86: 6787-6790
340. Batista WL, Matsuo AL, Ganiko L, Barros TF,iy& TR, Freymuller E, Puccia R, EUKARYQOTIC
CELL 5 (2): 379-390 (2006)
341. Diemand AV, Lupas AN, JOURNAL OF STRUCTURALM®LOGY 156 (1): 230-243 (2006)
342. Major T, von Jaworsky B, Ruppert T, Mogk A,380N, MOLECULAR AND CELLULAR
BIOLOGY 26 (3): 762-776 (2006)
343. Park SC, Jia BL, Yang JK, Le Van D, Shao Y@nt$w, Jeon YJ, Chung CH, Cheong GW,
MOLECULES AND CELLS 21 (1): 129-134 FEB 28 (2006)
344. Rotanova TV, Botos |, Melnikov EE, Rasulova3astchina A, Maurizi MR, Wlodawer A,
PROTEIN SCIENCE 15 (8): 1815-1828 (2006)
345. Sakamoto W, ANNUAL REVIEW OF PLANT BIOLOGY 5%99-621 (2006)

Stefankova, P., Kollarova, M., Barak, I.

Thioredoxin - Structural and Functional Complexity.

(2005)Gen. Physiol. Biophy24: 3-11
346. Shigi N, Sakaguchi Y, Suzuki T, Watanabe KJRBIAL BIOLOGICAL CHEMISTRY 281 (20):
14296-14306 (2006)

92



Sprava ciinnosti organizacie SAV

Stingley, R.L., Brezna, BKhan, A.A., Cerniglia, C.E.
Novel organization of genes in a phthalate degradaperon of Mycobacterium vanbaalenii PYR 1.
(2004)Microbiology-(UK) 150 3749-3761
347. Zhong Y, Luan T, Zhou H, Lan C, Tam NFY, ENANMENTAL TOXICOLOGY AND
CHEMISTRY 25 (11): 2853-2859 (2006)

Studholme, D.J., Bentley, S.D., Kormanec, J.
Bioinformatic identification of novel regulatory DNsequence motifs iStreptomyces coelicolor
(2004)BMC Microbiol.4: 1-12
348. Bose M, Slick D, Sarto MJ, Murphy P, RobertRDberts J, Barber RD, ARCHAEA 2 (1): 39-49
(2006)
349. Jacques PE, Rodrigue S, Gaudreau L, GouBerdzinski R, BMC BIOINFORMATICS 7 (423)
(2006)
350. Laing E, Mersinias V, Smith CP, Hubbard Shdsee Biology 7 (6): R46 (2006)
351. Lee K, Joo HS, Yang YH, Song E, Kim BG, JOURN2F MICROBIOLOGY AND
BIOTECHNOLOGY 16 (3): 331-348 (2006)

Ugorcakova, J.Bukovska, G.
Lysins and holins: tools of phage-induced lysis\iB&).
(2003)Biologia58: 327-334
352. Jorgensen NOG, Middelboe M, BIOGEOCHEMISTRY(8}t 77-94 (2006)

Ugorcakova, J.Bukovska, G.Timko, J.
Construction of the promoter-probe shuttle vector€scherichia coli and corynebacteria on thedaski
promoterless alpha-amylase gene.
(2000)Folia Microbiol. 452): 114-120
353. Seibold G, Auchter M, Berens S, Kalinowsktikmanns BJ, JOURNAL OF BIOTECHNOLOGY
124 (2): 381-391 (2006)

Ugorcakova, J.Jucovic, M, Bukovska, G.Timko, J.
Construction and characterization of new corynedsadtplasmids carrying the alpha-amylase gene.
(1996)Folia Microbiol. 41(1): 10-14
354. Seibold G, Auchter M, Berens S, Kalinowsktikmanns BJ, JOURNAL OF BIOTECHNOLOGY
124 (2): 381-391 (2006)

Uhnakova, B.Harichova, J.Augustin, J.
Biodegradation activity of actinomycetes isolateahf the river Danube.
(2002)Biologia 57(3): 289-298

355. Zaitlin B,Watson SB, WATER RESEARCH 40 (9)4171753 (2006)

van Dijl, J.M., Kutejova, E.Suda, K., Perecko, PSchatz, G., Suzuki, C.K.
The ATPase and protease domains of yeast mitoctabhan: roles in proteolysis and respiration-deghemt
growth.
(1998)Proc. Natl. Acad. Sci. U. S. 85 10584-10589
356. Major T, von Jaworsky B, Ruppert T, Mogk A,8é0N, MOLECULAR AND CELLULAR
BIOLOGY 26 (3): 762-776 (2006)
357. Reiner S, Micolod D, Zellnig G, Schneiter RDONMECULAR BIOLOGY OF THE CELL 17 (1):90-
103 (2006)
358. Rotanova TV, Botos |, Melnikov EE, Rasulova3astchina A, Maurizi MR, Wlodawer A.,
PROTEIN SCIENCE 15 (8): 1815-1828 (2006)
359. Vineyard D, Patterson-Ward J, Lee |, BIOCHEVRY 45 (14): 4602-4610 (2006)
360. Vineyard D, Zhang X, Lee |, BIOCHEMISTRY 43}311432-11443 (2006)

Walker, D., Burke, V.J., Barak,, [Avise, J.C.
A comparison of mtDNA restriction sites vs. contr@fjion sequences in phylogeographic assessmém of

93



Sprava ciinnosti organizacie SAV

musk turtle (Sternotherus minor).

(1995)Mol.Ecol.4: 365-373
361. KholodovaMV, Milner-Guland EJ, Easton AJ, Aragh, Arylov IA, Bekenov A, Grachev IA,
Luschekina AA, Ryder O, ORYX 40 :103 (2006)
362. Soltis DE, Morris AB, McLachlan JS,Manos P8itiS PS, MOLECULAR ECOLOGY 15 (14):
4261-4293 (2006)

Weinstock, G.M., The Honeybee Genome Sequencing@tam (Members), :., Bilikova, KSimuth, Jet
al.
Insights into social insects from the genome ofttbeeybee Apis mellifera.
(2006)Nature4437114): 931-947
363. Ashburner M, Kyriacou CP, 'GENOME BIOLOGY DjJ1Art. No. 239' (2006)
364. Bangham J, 'NATURE REVIEWS GENETICS 7 (12)1-901' (2006)
365. Gramates LS, 'NATURE 444 (7118): 512-512' @00
366. Hubbard TJP, Aken BL, Beal K, Ballester B, €ano M, Chen Y, Clarke L,,Coates G,
Cunningham F, Cutts T, Down T, Dyer SC, FitzgelJQOLEIC ACIDS RESEARCH 35: D610-D617 Sp.
Iss. SI' (2006)
367. Mount SM, Gotea V, Lin CF, Hernandez K, Maked&i W, 'RNA-A PUBLICATION OF THE
RNA SOCIETY 13 (1): 5-14' (2006)
368. Sinha S, Ling X, Whitfield CW, Zhai CX, RoborsGE, 'PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICR03 (44): 16352-16357' (2006)
369. Sumner S, 'ANNALES ZOOLOGICI FENNICI 43 (5-@r3-442' (2006)
370. Uno Y, Fujiyuki T, Morioka M, Takeuchi H, Kubig ‘FEBS LETTERS 581 (1): 97-101' (2006)
371. Whitfield CW, Ben-Shahar Y, Brillet C, LeonicinCrauser D, LeConte Y, Rodriguez-Zas S,
Robinson GE, 'PROCEEDINGS OF THE NATIONAL ACADEMYRSCIENCES OF THE UNITED
STATES OF AMERICA 103 (44): 16068-16075"' (2006)

Zamocky, M.
Phylogenetic relationships in class | of the supaily of bacterial, fungal, and plant peroxidases.

(2004)Eur. J. Biochem271 3297-3309
372. Bakalovic N, Passardi F, loannidis V, Cosid*€nel C, Falquet L, Dunand C,
PHYTOCHEMISTRY 67 (6): 534-539 (2006)
373. Sritharan M, Yeruva VC, Sivasailappan SC, Dnadg S, WORLD JOURNAL OF
MICROBIOLOGY & BIOTECHNOLOGY 22 (12): 1357-1364 (26)

Zamocky, M, Godocikova, J.Gasperik, J Koller, F., Polek, B.
Expression, purification, and sequence analyscats#lase-1 from the soil bacterium Comamonas &rdag
N3H.
(2004)Protein Expr. Purif36: 115-123
374. Lorentzen MS, Moe E, Jouve HM, Willassen NRTREMOPHILES 10 (5): 427-440 (2006)

Zamocky, M, Godocikova, J.Koller, F., Polek, B.
Potential application of catalase-peroxidase frasm@monas terrigena N3H in the biodegradation of
phenolic compounds.
(2001)Antonie Van Leeuwenho2k6 169-182
375. Bayane A, Roblain D, Dauphin RD, Destain &vizira B, Thonart P, AFRICAN JOURNAL OF
BIOTECHNOLOGY 5 (8): 629-634 (2006)

Zamocky, M, Hallberg, M., Ludwig, R., Divne, C., Haltrich, D.
Ancestral gene fusion in cellobiose dehydrogenesféscts a specific evolution of GMC oxidoreductase
fungi.
(2004)Gene338 1-14
376. Bertini I, Cavallaro G, Rosato A, CHEMICAL REBXVS 106 (1): 90-115 (2006)
377. Kawabe M, Yoshida T, Teraoka T, Arie T, GENE2:3100-110 (2006)

Zamocky, M, Janecek, SKoller, F.

94



Sprava ciinnosti organizacie SAV

Common phylogeny of catalase-peroxidases and asteoperoxidase.

(2000)Gene256(1-2): 169-182
378. Lee BY, Horwitz MA, Clemens DL, INFECTION ANIMMUNITY 74 (7): 4002-4013 (2006)
379. Seib KL, Wu HJ, Kidd SP, Apicella MA, Jenning®, McEwan AG, MICROBIOLOGY AND
MOLECULAR BIOLOGY REVIEWS 70 (2): 344-361 (2006)
380. Szczecinska M, Sawicki J, Polok K, HoldynskiZéglinski R, ANNALES BOTANICI FENNICI 43
(5): 379-388 (2006)

Zona, R, Chang-Pi-Hin, F., O'Donohue, M.J., Janecek, S.

Bioinformatics of the family 57 glycoside hydrolasand identification of catalytic residues in

amylopullulanase frorfthermococcus hydrothermalis

(2004)Eur. J. Biochem271(14): 2863-2872
381. Ballschmiter M, Futterer O, Liebl W, APPLIEDN® ENVIRONMENTAL MICROBIOLOGY 72
(3): 2206-2211 (2006)
382. Dickmanns A, Ballschmiter M, Liebl W, Ficnef RCTA CRYSTALLOGRAPHICA SECTION D-
BIOLOGICAL CRYSTALLOGRAPHY 62 (3): 262-270 (2006)
383. Kuriki T, TRENDS IN GLYCOSCIENCE AND GLYCOTEQKOLOGY 18 (100): 137-145 (2006)
384. Murakami T, Kanai T, Takata H, Kuriki T, Imd&aal, JOURNAL OF BACTERIOLOGY 188 (16):
5915-5924 (2006)
385. Tang SY, Yang SJ, Cha HJ, Woo EJ, Park C, RE(BIOCHIMICA ET BIOPHYSICA ACTA-
PROTEINS AND PROTEOMICS 1764 (10): 1633-1638 (2006)

kapitoly:
Kormanec, J.Analyzing the developmental expression of sigawdrs with S1-nuclease mapping, pp. 481-
494 inMethods in Molecular Biology, vol. 160. NucleasetiMels and Protocojsed. by C. H. Schein.
Humana Press, Totowa, NJ, USA 2001 (ISBN 0-896(B%7

386. Hillerich B, Westpheling J, JOURNAL OF BACTERIOGY 188 (21): 7477-7487 (2006)

SPOLU:386

Citacie v inych databazach (SCOPUS): 10

Kormanec, J., Lemjieva , A., FarkaSovsky, M. and Homerova , D.: Clgnsequencing and

expression ifescherichia coliof aStreptomyces aureofaciegene encoding glyceraldehyde-3-

phosphate dehydrogenase. Gene 165 (1995) 77-80.

1. Kim, M.-G., Park, H.-J., Im, J.-H., Kim, E.-S. (28)0Korean Journal of Microbiology and
Biotechnology 34 (3), pp. 211-215.

Studholme, D.J., Bentley, S.D., Kormanec, J.: Bioinformatic identification of novel regulatory DNsequence
motifs in Streptomycesoelicolor.BMC Microbiology (2004) 4: 14.

2. Jacques, PE:, Rodrigue, S., Gaudreau, L., Goulet, J., Brzéji. (2006) BMC
Bioinformatics 7, art. no. 423.
3. Laing, E., Mersinias, V., Smith, C.P., Hubbard, £006) Genome Biology 7 (6), art. no. R46.
4. Bose, M., Slick, D., Sarto, M.J., Murphy, P., RdbeD., Roberts, J., Barber, R.D. (2006)
Archaea 2 (1), pp. 39-49.

Stahlberg H., Kutejova E., Suda K., WolpensingerBstig A., Schatz G., Engel A., Suzuki C.K.

Mitochondrial Lon of Saccharomyces cerevisiaelimgshaped protease with seven flexible

subunits 1999, Proceedings of the National Acadeh8ciences of the United States of America,

(12) 6787-6790

5. Quality control of proteins in the mitochondriondhAbstract Nolden, M., Kisters-Woike, B.,
Langer, T., Graef, M. (2006) Topics in Current Gez¥l6, pp. 119-147 5

Van Dijl J.M., Kutejova E., Suda K., Perecko D.h&tz G., Suzuki C.K.

95



Sprava ciinnosti organizacie SAV

The ATPase and protease domains of yeast mitociabhdn: Roles in proteolysis and respiration-

dependent growth (1998) Proceedings of the Natidoablemy of Sciences of the United States of

America, (18) 10584-10589

6. Quality control of proteins in the mitochondriondshAbstract Nolden, M., Kisters-Woike, B.,
Langer, T., Graef, M. 2006 Topics in Current Gereeti6, pp. 119-147 5

Suzuki C.K., Kutejova E., Suda K.

Analysis and purification of ATP-dependent mitoctinal lon protease of Saccharomyces

cerevisiae (1995), Methods in Enzymology, 486-494

7. ldentification of the proteasome inhibitor MG262 agpotent ATP-dependent inhibitor of the
Salmonella enterica serovar typhimurium Lon pragedlsow Abstract Frase, H., Hudak, J., Lee,
|. 2006 Biochemistry 45 (27), pp. 8264-8274 2

8. The PbMDJ1 gene belongs to a conserved MDJ1/LONSslac thermodimorphic pathogenic
fungi and encodes a heat shock protein that leslia both the mitochondria and cell wall of
Paracoccidioides brasiliensis Show Abstract Batiéta.., Matsuo, A.L., Ganiko, L., Barros,
T.F., Veiga, T.R., Freyniler, E., Puccia, R. 2006 Eukaryotic Cell 5 (2), Bj9-390 5

Liu T., Lu B., Lee I., Ondrovicova G., Kutejova Buyzuki C.K.

DNA and RNA Binding by the Mitochondrial Lon Prossals Regulated by Nucleotide and Protein

Substrate (2004), Journal of Biological Chemistiyt) 13902-13910

9. Quality control of proteins in the mitochondriond@hAbstract Nolden, M., Kisters-Woike, B.,
Langer, T., Graef, M. (2006) Topics in Current Ger®el6, pp. 119-147 5

10. Identification of the proteasome inhibitor MG262aagotent ATP-dependent inhibitor of the
Salmonella enterica serovar typhimurium Lon pragedlsow Abstract Frase, H., Hudak, J., Lee,
l. (2006) Biochemistry 45 (27), pp. 8264-8274 2

Citacie v monografiach: 5

Kormanec, J. and FarkaSovsky, M.: Differential egsion of principal sigma factor homologues of

Streptomyces aureofacieosrrelates with the developmental stage. Nucl@id#\Res. 21 (1993)

3647-3652.

1. Roberts RC, Mohr CD, Shapiro L (2006) Developmeptagrams in bacteria, p. 207- 259. In:
R. A. Pedersen, G. Shatten (Eds.) Current Topiewelopmental Biology, Vol. 34. Academic
Pres, San Diego, California, USA. ISBN 0-12-153134-

Potltkovéa , L., Kelemen, G.H., Findlay, K.C., Lonetto,A4 Buttner, M.J. and Kormanec, J.: A

new RNA polymerase sigma facta,, is required for the late stages of morphological

differentiation inStreptomycespp. Molec. Microbiol. 17 (1995) 37-48.

2. Roberts RC, Mohr CD, Shapiro L (2006) Developmeptagjrams in bacteria, p. 207-259. In:
R. A. Pedersen, G. Shatten (Eds.) Current Topiewvelopmental Biology, Vol. 34. Academic
Pres, San Diego, California, USA. ISBN 0-12-153134-

Bischoff, M., Dunman, P., Kormanec, J., MacapaDalMurphy, E., Mounts, W., Berger-Bachi,

B., Projan, S.: Microarray-based analysis of $itephylococcus aurews-regulon. J. Bacteriol.

186 (2004) 4085-4099.

3. Yarwood JM (2006) Quorum-sensing-dependent regulatf staphylococcal virulence and
biofilm formation. p. 194-232. In: D. R. Demuth, Ramont (Eds.) Bacterial Cell-to-cell
Communications: Role in Virulence and Pathogené&t/ances in Molecular and Cellular
Microbiology). Cambridge University Press, Cambadt.K. ISBN 0-521-84638-2.

4. Hecker M, Engelmann S (2006) Physiological protecsnyof Bacillus subtilis and
Staphylococcus aureusowards a comprehensive understanding of cellsiplygy and

96



Sprava ciinnosti organizacie SAV

pathogenicity, p. 43-68. In: W. Gobel, J. Hacker,Débrindt (Eds.) Pathogenomics: Genome
Analysis of Pathogenic Microbes. Wiley-VCH, VeinimeiGermany. ISBN 3-527-31265-X.

5. Ohlsen K, Eckart M, Huttinger C, Ziebuhr W (200&tlogenic staphylococci: Lessons from
comparative genomics, p. 175-210. In: W. GobdHaktker, U. Dobrindt (Eds.) Pathogenomics:
Genome Analysis of Pathogenic Microbes. Wiley-VCOKinheim, Germany. ISBN 3-527-
31265-X.

97



Sprava ciinnosti organizacie SAV

Priloha ¢. 4
Udaje o pedagogickefginnosti pracoviska

Semestralne prednasky:

Doc. Ing. Andrej Godany, CSc.

Nazov semestr. predmetu: Molekularna biologia |

Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

RNDr. Cubica Urbanikova, CSc.

Nazov semestr. predmetu: Struktdrna biologia - tiig§rafia bielkovin a nukleovych kyselin
Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Prirodovedecka fekUIK

Ing. Stefan Jardek, DrSc.

Néazov semestr. predmetu: Proteinové inzinierstvo

Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

Ing. Stefan Jardek, DrSc.

Néazov semestr. predmetu: Bioinformatika |.

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

Ing. Stefan Jardek, DrSc.

Nazov semestr. predmetu: Biochemické déata a&typo

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

Ing. Stefan Jardek, DrSc.

Nazov semestr. predmetu: Biochemické déata a&typo

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

Ing. Stefan Jardek, DrSc.

Néazov semestr. predmetu: Bioinformatika 1.

Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Univerzita sv. Cyrd Metoda v Trnave

Mgr. Cubos Ku¢ar, PhD.

Néazov semestr. predmetu: Bioinformatika

Patet hodin za tyzde 2

Patet hodin za semester: 26

Nazov katedry a vysokej Skoly: Prirodovedecka fekUIK
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Mgr. Cubos Ku¢ar, PhD.

Néazov semestr. predmetu: Bioinformatika 2

Patet hodin za tyzde 2

Patet hodin za semester: 26

Nazov katedry a vysokej Skoly: Prirodovedecka fakUIK

Doc. Ing. Andrej Godany, CSc.

Nazov semestr. predmetu: Génové manipulacie

Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Fakulta prirodnyeovJCM

Doc. Ing. Andrej Godany, CSc.

Nazov semestr. predmetu: Rekombinatné DNA techimIldg
Patet hodin za tyZzde 4

Patet hodin za semester: 48

Nazov katedry a vysokej Skoly: Fakulta prirodnyeovwJCM

Prof. Ing. Jozef Timko, DrSc.

Nazov semestr. predmetu: Metody a techniky génownyahipulacii

Patet hodin za tyZzde 1

Patet hodin za semester: 10

Nazov katedry a vysokej Skoly: Slovenskd&mmhospodarska univerzita v Nitre

Semestrélne c¥enia:

Ing. Stefan Jarsek, DrSc.

Nazov semestr. predmetu: Proteinoveé inzinierstvo

Patet hodin za tyzde 2

Pcatet hodin za semester: 24

Nazov katedry a vysokej Skoly: Univerzita sv. Cyd Metoda v Trnave

Ing. Stefan Jarsek, DrSc.

Nazov semestr. predmetu: Bioinformatika |.

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyd Metoda v Trnave

Ing. Stefan Jarsek, DrSc.

Nazov semestr. predmetu: Biochemické data a &typo

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyd Metoda v Trnave

Ing. Stefan Jardek, DrSc.

Nazov semestr. predmetu: Biochemické data a &typo

Patet hodin za tyzde 1

Patet hodin za semester: 12

Nazov katedry a vysokej Skoly: Univerzita sv. Cyd Metoda v Trnave
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Ing. Stefan Jardek, DrSc.

Nazov semestr. predmetu: Bioinformatika I1.

Patet hodin za tyzde 2

Patet hodin za semester: 24

Nazov katedry a vysokej Skoly: Univerzita sv. Cyd Metoda v Trnave

Mgr. Cubos Kucar, PhD.

Nazov semestr. predmetu: Bioinformatika

Patet hodin za tyzde 2

Patet hodin za semester: 26

Nazov katedry a vysokej Skoly: Prirodovedecka fakUWK

Mgr. Cubos Kucar, PhD.

Nazov semestr. predmetu: Bioinformatika 2

Patet hodin za tyzde 2

Patet hodin za semester: 26

Nazov katedry a vysokej Skoly: Prirodovedecka fakUWK

Seminare:

Dr. Domenico Pangallo, PhD.

Nazov semestr. predmetu: Microbial InvestigatioddfObjects - Microbiological and Molecular
Biological Views

Patet hodin za tyZzde O

Pcatet hodin za semester: 2

Nazov katedry a vysokej Skoly: Prirodovedecka fakUWK

Terénne c\enia:

Preddiplomova prax:

Mgr. Vladena Hlinkova, PhD.

Nazov semestr. predmetu: Diplomova praca

Patet hodin za tyZzde 15

Pcatet hodin za semester: 150

Nazov katedry a vysokej Skoly: Prirodovedecka fakUWK

Individualne prednasky:

RNDr. Nora HalgaSova, PhD.

Néazov semestr. predmetu: Vybrané kapitoly z mokeiadj biologie
Patet hodin za tyzde 2

Patet hodin za semester: 2

Nazov katedry a vysokej Skoly: Prirodovedecka fakUIK

RNDr. Jan Kormanec, DrSc.

Néazov semestr. predmetu: Vybrané kapitoly z mokeiadj bioldgie
Patet hodin za tyZzde 0
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Patet hodin za semester: 2
Nazov katedry a vysokej Skoly: Prirodovedecka fakUIK

RNDr. Jan Kormanec, DrSc.

Néazov semestr. predmetu: Vybrané kapitoly z mokeiadj biologie
Patet hodin za tyzde 0

Patet hodin za semester: 2

Nazov katedry a vysokej Skoly: Prirodovedecka fakUIK

Mgr. Vladena Hlinkova, PhD.

Nazov semestr. predmetu: Struktdra a funkcia bigajth proteinov
Patet hodin za tyZzde 0

Patet hodin za semester: 2

Nazov katedry a vysokej Skoly: Prirodovedecka fekUIK
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Priloha & 5

Udaje o medzinarodnej vedeckej spolupraci

(A) Vyslanie vedeckych pracovnikov do zahramia na zaklade dohéd:

Krajina Druh dohody
MAD, KD, VTS Medzilstavna Ostatné
Meno Paset dni Meno Patet dni Meno Patet dni
pracovnika pracovnika pracovnika
Cesko Eva Kutejova 18
Francuzsko Katarina 3
Bilikova
Jozef Simth 3
Rakusko Katarina 20 Katarina 122
Slezakova Slezakova
Spanielsko LCubod K'ucar 2
Taliansko Imrich Barak 10
Domenico 14
Pangallo
Zuzana 30
Brnakova
Martina 30
Gerova
Roman 30
Smidak
Martina 30
Kralovicova
USA Tomas 334
Majtan
(B) Prijatie vedeckych pracovnikov zo zahrantia na zaklade dohod:
Krajina Druh dohody
MAD, KD, VTS Medzilstavna Ostatné
Meno Paset dni Meno Paset dni Meno Patet dni
pracovnika pracovnika pracovnika
Rakusko Herbert 20
Schiller
Taiwan Dr. Bocky C 60
C. Peng, PhD.
Taliansko | Alessandra 10
Caboni
Dr. Filomena 5
De Leo, PhD.
Prof. Clara 5
Urzi
USA Richard 2
Losick
Velka Prof. Paul 3
Britania Dyson

(C) Ugag’ pracovnikov pracoviska na konferenciach v zahrardi (nezahrnutych v "A"):
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Krajina Nazov konferenc Meno pracovnika Ret dni
Australia Yeast 2007 Eva Kutejova 9
Cesko 24. Kongres CSSM Maria Ewova 4
Jana Godtikova 4
Janka Harichova 4
Eva Hostinova 5
Edita Karelova 4
Bystrik Polek 4
Bioenergetika Eva Kutejova 4
Synchrotron facilities | Vladena Hlinkova 2
Eva Kutejova 2
Lubica Urbanikova 2
Finsko NAS-SAP Imrich Barak 4
Daniela Krajikova 4
SAFOODNET Tomas Majtan 3
Sumer school Marcela Mudra 5
Summer school Vladena Hlinkova 5
Grécko 2nd ICCIAI, Crete, Jozef Simuth 7
Greece
Holandsko BACELL 2007 Imrich Barak 4
Katarina Muchova 4
Nada Pavlendoy 4
Cudmila Vavrova 4
India Biospectrum 2007 Stefan Jaelke 5
Andrej Godany 5
NHBT-2007 Stefan Jariek 7
Andrej Godany 7
Mad’arsko CSSI Bystrik Polek 4
Nemecki 7CBM Stefan Jariek 6
Structural biology Jozef S&ik 4
Pad’sko UK-V4 Imrich Barak 3
Rakusko 32nd FEBS Congres§ Hana Adamuskova
Maria Bukova 6
Peter Ferianc 6
Jana Godtikova 6
Janka Harichova 6
Edita Karelova 6
Bystrik Polek 6
Jozef Timko 6
Annual Meeting of the |[Katarina Slezakova 4
Austrian Society of
Allergo
Spanielsko 13th ECB Imrich Barak 5
Katarina Muchova 5
Jozef Timko 5
CBIO7 LCuboS K'ucar 3
Svédsko XI. ESEB Congres Katarina Bilikova
Jozef Simuth 3
Taliansko Gram-positive Imrich Barak 5
Patrik Florek 5
Katarina Muchova 5
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Nada Pavlendoy 5
Ludmila Vavrova 5
Tanzania ICTTD3 Imrich Barak 8
Velka Britania AAA meeting Eva Kutejova 6
Gabriela Ondrovova 6
ICBSR Lubica Urbanikova 5
ISBA Jan Kormanec 4
SAMP Nada Pavlendoy 9

Vysvetlivky: MAD - medziakademické dohody, KD tlkné dohody, VTS - vedecko-technicka
spolupraca v ramci vladnych dohéd

Skratky pouzité v talke C:

13th ECB - 13th European Congress on Biotechnology

24. Kongres CSSM - 24. Kongres Ceskoslovenske sposti mikrobiologicke

2nd ICCIAI, Crete, Greece - 2nd International Coafee on Crossroads between Innate and
Adaptive Immunity

32nd FEBS Congress - 32nd FEBS Congress Molecud@hMes

7CBM - 7th Carbohydrate Bioengineering Meeting

AAA meeting - The Seventh International MeetingAiohA Proteins

Annual Meeting of the Austrian Society of Allergdnnual Meeting of the Austrian Society of
Allergology and Immunology

BACELL 2007 - BACELL 2007

Bioenergetika - Bioenergetika 2007

Biospectrum 2007 - Biospectrum 2007 - Internatidgdahposium on Advances in Food
Biotechnology and Nutrition

CBI07 - Workshop on Collaborative BioinformaticsCZ0(RIBIO/EMBnNet)

CSSI - 3rd Cell Stress Society International Cosgi@en Stress Responses in Biology and Medicine
and 2nd World Conference of Stress

Gram-positive - Conference on Functional GenomidSram-positive Microorganisms

ICBSR - 9th International Conference on Biology &yhchrotron Radiation

ICTTD3 - 3rd General ICTTD3 meeting

ISBA - 14th International Symposium on the BiolagfyActinomycetes

NAS-SAP - NAS-SAP meeting

NHBT-2007 - International Conference on New Horigam Biotechnology

SAFOODNET - Microbial contaminants and contaminatioutes in food industry 1st open
seminar

SAMP - Systems aproaches to membrane proteins

Structural biology - Structural Biology of Disedgiechanism

Sumer school - 4-th Oulu Summer School in Biopred&sgineering

Summer school - 4-th Oulu Summer School in Biopsedengineering

Synchrotron facilities - Synchrotron facilities fibre Development of Sciences and Technology in
Central and Eastern Europe

UK-V4 - UK-V4 Frontiers of Science Symposium

XI. ESEB Congres - Genes and Pathogenes in HemsyBatelite Symposium in conjuction with
XI. ESEB Congres 2007, Uppsala

Yeast 2007 - XXIllIrd International Conference onaseGenetics and Molecular Biology

104



